}jl;l iprotKB Entry name |organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion en('loplasmlc golgi plasma extr'acellular
sites sites reticulum |apparatus [membrane [region
070423 AOC3_MOUSE Mus Membrane [22.380232 NaN NaN 37507081 MTQKTTLVLLALAVITIFALVCVLLAG |False True 1.72 1.915 1.84 3.815 3.587 4.411 4.458
musculus [primary RSGDGGGLSQPLHCPSVLPSVQPRT
amine HPSQSQPFADLSPEELTAVMSFLTK
oxidase HLGPGLVDAAQARPSDNCVFSVELQ

LPAKAAALAHLDRGGPPPVREALAII
FFGGQPKPNVSELVVGPLPHPSYMR
DVTVERHGGPLPYYRRPVLDREYQDI
EEMIFHRELPQASGLLHHCCFYKHQ
GQNLLTMTTAPRGLQSGDRATWFG
LYYNLSGAGFYPHPIGLELLIDHKAL
DPALWTIQKVFYQGRYYESLTQLED
QFEAGLVNVVLVPNNGTGGSWSLK
SSVPPGPAPPLQFHPQGPRFSVQGS
QVSSSLWAFSFGLGAFSGPRIFDIRF
QGERVAYEISVQEAIALYGGNSPASM
STCYVDGSFGIGKYSTPLIRGVDCPY
LATYVDWHFLLESQAPKTLRDAFCV
FEQNQGLPLRRHHSDFYSHYFGGV
IVGTVLVVRSVSTLLNYDYIWDMVFH
PNGAIEVKFHATGYISSAFFFGAGEK
FGNRVGAHTLGTVHTHSAHFKVDL
DVAGLKNWAWAEDMAFVPTIVPWQ
PEYQMQRLQVTRKLLETEEEAAFPL
GGATPRYLYLASNHSNKWGHRRGY
RIQILSFAGKPLPQESPIEKAFTWGR
YHLAVTQRKEEEPSSSSIFNQNDPW
TPTVNFTDFISNETIAGEDLVAWVTA
GFLHIPHAEDIPNTVTAGNSVGFFLR
PYNFFDEDPSFHSADSIYFREGQDA
TACEVNPLACLSQTATCAPEIPAFSH
GGFAYRDN




