UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
070445 BARD1_MOUSE [Mus BRCA1- |24.992371 S326 S378;T381 36852467 MPRRPPRVCSGNQPAPVPAMEPAT |True False 1.702 |5.0 1.685 1.272 0.905 1.411 1.393
musculus |associated DGLWAHSRAALARLEKLLRCSRCAN
RING ILKEPVCLGGCEHIFCSGCISDCVGS
domain GCPVCYTPAWILDLKINRQLDSMIQL
protein 1 SSKLQNLLHDNKDSKDNTSRASLFG

DAERKKNSIKMWFSPRSKKVRYVVT
KVSVQTQPQKAKDDKAQEASMYEFV
SATPPVAVPKSAKTASRTSAKKHPKK
SVAKINREENLRPETKDSRFDSKEE
LKEEKVVSCSQIPVMERPRVNGEIDL
LASGSVVEPECSGSLTEVSLPLAEHI
VSPDTVSKNEETPEKKVCVKDLRSG
GSNGNRKGCHRPTTSTSDSCGSNIP
STSRGIGEPALLAENVVLVDCSSLPS
GQLQVDVTLRRKSNASDDPLSLSPG
TPPPLLNNSTHRQMMSSPSTVKLSS
GMPARKRNHRGETLLHIASIKGDIPS
VEYLLQNGNDPNVKDHAGWTPLHE
ACSHGHLKVVELLLQHNALVNTPGY
QNDSPLHDAVKSGHIDIVKVLLSHG
ASRNAVNIFGVRPVDYTDNENIRSLL
LLPEENESFSTSQCSIVNTGQRKNG
PLVFIGSGLSSQQQKMLSKLETVLKA
KKCMEFDSTVTHVIVPDEEAQSTLK
CMLGILSGCWILKFDWVKACLDSKV
REQEEKYEVPGGPQRSRLNREQLLP
KLFDGCYFFLGGNFKHHPRDDLLKL
TAAAGGKVLSRKPKPDSDVTQTINTV
AYHAKPESDQRFCTQYIVYEDLFNC
HPERVRQGKVWMAPSTWLISCIMA
FELLPLDS




