}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac sites  |[phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc go
name reticulum |ap
075044 SRGP2_HUMAN [Homo SLIT- 14.134993 T982;5983;5990(S206;S427;S500;S691;5695;S724;S (39302247;39531497;30379171;233 |[MTSPAKFKKDKEIIAEYDTQVKEIRA ([True True 4.75 4.705 [1.179 0.923 1.(
sapiens |ROBO 795;5916;5930;5990;5994;S1013;S |01498;38665916;35289036;352540 |QLTEQMKCLDQQCELRVQLLQDLQ
Rho 1027 53 DFFRKKAEIEMDYSRNLEKLAERFL
GTPase- IAKTRSTKDQQFKKDQNVLSPVNCW
activating NLLLNQVKRESRDHTTLSDIYLNNII
protein 2 PRFVQVSEDSGRLFKKSKEVGQQLQ

DDLMKVLNELYSVMKTYHMYNADS
ISAQSKLKEAEKQEEKQIGKSVKQED
RQTPRSPDSTANVRIEEKHVRRSSV
KKIEKMKEKRQAKYTENKLKAIKAR
NEYLLALEATNASVFKYYIHDLSDLI
DQCCDLGYHASLNRALRTFLSAELN
LEQSKHEGLDAIENAVENLDATSDK
QRLMEMYNNVFCPPMKFEFQPHM
GDMASQLCAQQPVQSELVQRCQQL
QSRLSTLKIENEEVKKTMEATLQTIQ
DIVTVEDFDVSDCFQYSNSMESVKS
TVSETFMSKPSIAKRRANQQETEQF
YFTKMKEYLEGRNLITKLQAKHDLL
QKTLGESQRTDCSLARRSSTVRKQD
SSQAIPLVVESCIRFISRHGLQHEGIF
RVSGSQVEVNDIKNAFERGEDPLAG
DQNDHDMDSIAGVLKLYFRGLEHPL
FPKDIFHDLMACVTMDNLQERALHI
RKVLLVLPKTTLIIMRYLFAFLNHLS
QFSEENMMDPYNLAICFGPSLMSVP
EGHDQVSCQAHVNELIKTIIIQHENI
FPSPRELEGPVYSRGGSMEDYCDSP
HGETTSVEDSTQDVTAEHHTSDDEC
EPIEAIAKFDYVGRTARELSFKKGAS
LLLYQRASDDWWEGRHNGIDGLIPH
QYIVVQDTEDGVVERSSPKSEIEVISE
PPEEKVTARAGASCPSGGHVADIYLA
NINKQRKRPESGSIRKTFRSDSHGLS
SSLTDSSSPGVGASCRPSSQPIMSQS
LPKEGPDKCSISGHGSLNSISRHSSL
KNRLDSPQIRKTATAGRSKSFNNHR
PMDPEVIAQDIEATMNSALNELREL
ERQSSVKHTPDVVLDTLEPLKTSPVV
APTSEPSSPLHTQLLKDPEPAFQRSA
STAGDIACAFRPVKSVKMAAPVKPPA
TRPKPTVFPKTNATSPGVNSSTSPQS
TDKSCTV




