UniprotKB Entry name organism (full name |oglcnacscore oglcnac iphosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi .
ID sites reticulum |appare
075122 CLAP2_HUMAN [Homo CLIP- 33.739258 T470;S477(S8;S14;S316;5327;5S330;S360;S368; [23301498;37217939;40307207;286 [MAMGDDKSFDDEESVDGNRPSSAA [True True 4.705 |2.78 1.057 1.043 5.0
sapiens [associating S370;S407;S455;S459;S463;S478;S |57654;40914422;32119511 SAFKVPAPKTSGNPANSARKPGSAG
protein 2 489;5507;5525;5529;S585;S587;S5 IGPKVGGASKEGGAGAVDEDDFIKAF

96;5621;5627;T787;5892;5952;S95
5;51013;51029

TDVPSIQIYSSRELEETLNKIREILSD
DKHDWDQRANALKKIRSLLVAGAA
QYDCFFQHLRLLDGALKLSAKDLRS
QVVREACITVAHLSTVLGNKFDHGA
[EAIVPTLFNLVPNSAKVMATSGCAAI
RFIIRHTHVPRLIPLITSNCTSKSVPV
RRRSFEFLDLLLQEWQTHSLERHAA
IVLVETIKKGIHDADAEARVEARKTYM
GLRNHFPGEAETLYNSLEPSYQKSL
QTYLKSSGSVASLPQSDRSSSSSQES
LNRPFSSKWSTANPSTVAGRVSAGS
SKASSLPGSLQRSRSDIDVNAAAGAK
IAHHAAGQSVRSGRLGAGALNAGSY
IASLEDTSDKLDGTASEDGRVRAKLS
IAPLAGMGNAKADSRGRSRTKMVSQ
SQPGSRSGSPGRVLTTTALSTVSSGV
QRVLVNSASAQKRSKIPRSQGCSRE
IASPSRLSVARSSRIPRPSVSQGCSRE
IASRESSRDTSPVRSFQPLASRHHSR
STGALYAPEVYGASGPGYGISQSSRL
SSSVSAMRVLNTGSDVEEAVADALK
KPARRRYESYGMHSDDDANSDASS
IACSERSYSSRNGSIPTYMRQTEDVA
IEVLNRCASSNWSERKEGLLGLQNL
LKNQRTLSRVELKRLCEIFTRMFAD
PHGKRVFSMFLETLVDFIQVHKDDL
QDWLFVLLTQLLKKMGADLLGSVQ
IAKVQKALDVTRESFPNDLQFNILMR
FTVDQTQTPSLKVKVAILKYIETLAKQ
IMDPGDFINSSETRLAVSRVITWTTEP
KSSDVRKAAQSVLISLFELNTPEFTM
LLGALPKTFQDGATKLLHNHLRNTG
NGTQSSMGSPLTRPTPRSPANWSSP
LTSPTNTSQNTLSPSAFDYDTENMN
SEDIYSSLRGVTEAIQNFSFRSQEDM
NEPLKRDSKKDDGDSMCGGPGMSD
PRAGGDATDSSQTALDNKASLLHSM
PTHSSPRSRDYNPYNYSDSISPFNKS
IALKEAMFDDDADQFPDDLSLDHSD
LVAELLKELSNHNERVEERKIALYEL
MKLTQEESFSVWDEHFKTILLLLLE
TLGDKEPTIRALALKVLREILRHQPA
RFKNYAELTVMKTLEAHKDPHKEVV
RSAEEAASVLATSISPEQCIKVLCPII
QTADYPINLAAIKMQTKVIERVSKET
LNLLLPEIMPGLIQGYDNSESSVRKA
CVFCLVAVHAVIGDELKPHLSQLTG
SKMKLLNLYIKRAQTGSGGADPTTD
IVSGQS




