UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular
1D name sites reticulum apparatus  membrane [region
075128 COBL_HUMAN |[Homo Protein [18.379595 NaN S47;S212;S235;5269;5321;S324;S3 (30379171 MDAPRASAAKPPTGRKMKARAPPPP |None None None |None None None None None None
sapiens |cordon- 47;T447;S574;S578;S741;S815;S96 GKAATLHVHSDQKPPHDGALGSQQ
bleu 2;51192;S1227 NLVRMKEALRASTMDVTVVLPSGLE

KRSVLNGSHAMMDLLVELCLQNHL
NPSHHALEIRSSETQQPLSFKPNTLI
GTLNVHTVFLKEKVPEEKVKPGPPK
IVPEKSVRLVVNYLRTQKAVVRVSPE
IVPLQNILPVICAKCEVSPEHVVLLRD
NIAGEELELSKSLNELGIKELYAWD
NRRETFRKSSLGNDETDKEKKKFLG
FFKVNKRSNSKGCLTTPNSPSMHSR
SLTLGPSLSLGSISGVSVKSEMKKRR
IAPPPPGSGPPVQDKASEKVSLGSQID
LQKKKRRAPAPPPPQPPPPSPLIPNR
TEDKEENRKSTMVSLPLGSGSHCSP
DGAPQVLSEAEETVSVGSCFASEDT
TEDSGVMSSPSDIVSLDSQQDSMKY
KDKWATDQEDCSDQDLAGTPDLGP
QKSPLWEKNGSENSHLRTEKAVTAS
NDEEDLLIAGEFRKTLAELDEDLEE
MEDSYETDTSSLTSSIHGASNHCPQ
DAMIPHGDTDAIPVTFIGEVSDDPVD
SGLFSNRNNNAGSFDSEGVASRRD
SLAPLQAEHSQPHEKAREEVPALHP
IASHDVGKGIRVALSNISKDGNLMET
IAPRVTSFASNLHTDNLNAKVKDKVY
GCADGERTQATERVNSQPVNEKDS
NDKNAALAPTSWHQRGQNPGKSYR
LKHGLTTYKIIPPKSEMRCYDRDVSL
STGAIKIDELGNLVSPHATGIRIISLSS
SVPEAESQPIGKVREFWRCNSVEKH
LGRPSESSARGPPSTPVPTQTQNPES
RLQADPKPISPQQKSAHHEGRNPLG
EGRNQPPTMGMGHVRVPAAHTTEV
TFLKPQRRTSSQYVASAIAKRIGAPK
VHADVVRPHGYAEKGYAGKAPVLAA
PPVIVKDDRTSSPHSETQGWKDGA
QWPCVTPPNNHGEDLAVGAPPRGE
IVIGPHRKLSTQDRPAAIHRSSCFSLV
QSSQRDRVSVGQSCGFSGKQSTSSQ
EASSASEPRRAPDGTDPPPPHTSDT
QACSRELVNGSVRAPGHGEPSHPPG
GSGTESHILLEREEKPSVFSTDGNET
DSIWPPSIFGPKKKFKPVVQRPVPKD
TSLHSALMEAIHSAGGKDRLRKTAE
HTGEGRPAKLSYTEAEGERSALLAAI
RGHSGTCSLRKVASSASEELQSFRD
IAALSAQGSESPLLEDLGLLSPPAIPPP
PPPPSQALSAPRTASRFSTGTLSNTA
DARQALMDAIRSGTGAARLRKVPLL
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