UniprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion | . .. ic|golgi plasma ext1:ac<
ID name sites sites reticulum |apparatus membrane [region
075131 CPNE3_HUMAN [Homo Copine-|12.213461 T119 S14;S197;S243  |34725712;38665916;34019948;332 |MAAQCVTKVALNVSCANLLDKDIGS [True True 5.0 5.0 4.275 False False 5.0 4.0

sapiens

3

14551;30379171;32870666;233014
98;35008409;32119511;35138101;4
0596516;29351928

KSDPLCVLFLNTSGQQWYEVERTER
IKNCLNPQFSKTFIIDYYFEVVQKLKF
GVYDIDNKTIELSDDDFLGECECTLG
QIVSSKKLTRPLVMKTGRPAGKGSIT
ISAEEIKDNRVVLFEMEARKLDNKD
LFGKSDPYLEFHKQTSDGNWLMVH
RTEVVKNNLNPVWRPFKISLNSLCY
GDMDKTIKVECYDYDNDGSHDLIGT
FQTTMTKLKEASRSSPVEFECINEK
KRQKKKSYKNSGVISVKQCEITVECT
FLDYIMGGCQLNFTVGVDFTGSNGD
PRSPDSLHYISPNGVNEYLTALWSV
GLVIQDYDADKMFPAFGFGAQIPPQ
WQVSHEFPMNFNPSNPYCNGIQGI
VEAYRSCLPQIKLYGPTNFSPIINHVA
RFAAAATQQQTASQYFVLLIITDGVIT
DLDETRQAIVNASRLPMSIIIVGVGG
ADFSAMEFLDGDGGSLRSPLGEVAI
RDIVQFVPFRQFQNAPKEALAQCVL
AEIPQQVVGYFNTYKLLPPKNPATKQ
QKQ




