UniprotKB Entry name organism full oglcnacscore joglcnac sites p.h osphorylation PMIDS |sequence intracellular extracellular (cytosol nucleus i mitochndrion en:!oplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus  membrane region
075311 GLRA3_HUMAN [Homo Glycine |22.903221 S162;T166;S170(S370;S379 38253038 MAHVRHFRTLVSGFYFWEAALLLSL [None None None |None None None None None None
sapiens  [receptor IVATKETDSARSRSAPMSPSDFLDKL
subunit MGRTSGYDARIRPNFKGPPVNVTCN
alpha-3 IFINSFGSIAETTMDYRVNIFLRQKW

NDPRLAYSEYPDDSLDLDPSMLDSI
IWKPDLFFANEKGANFHEVTTDNKL
LRIFKNGNVLYSIRLTLTLSCPMDLK
NFPMDVQTCIMQLESFGYTMNDLIF
EWQDEAPVQVAEGLTLPQFLLKEEK
DLRYCTKHYNTGKFTCIEVRFHLER
QMGYYLIQMYIPSLLIVILSWVSFWI
NMDAAPARVALGITTVLTMTTQSSG
SRASLPKVSYVKAIDIWMAVCLLFVF
SALLEYAAVNFVSRQHKELLRFRRK
RKNKTEAFALEKFYRFSDMDDEVRE
SRFSFTAYGMGPCLQAKDGMTPKG
PNHPVQVMPKSPDEMRKVFIDRAK
KIDTISRACFPLAFLIFNIFYWVIYKIL

RHEDIHQQQD




