}jl;l iprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
075352 MPU1_HUMAN [Homo Mannose- [25.117736 NaN NaN 35083852 MAAEADGPLKRLLVPILLPEKCYDQL [False True 1.539 |1.159 |2.121 5.0 1.299 3.447 0.977
sapiens  [P-dolichol FVQWDLLHVPCLKILLSKGLGLGIVA
utilization GSLLVKLPQVFKILGAKSAEGLSLQS
defect 1 IVMLELVALTGTMVYSITNNFPFSSW
protein GEALFLMLQTITICFLVMHYRGQTV

KGVAFLACYGLVLLVLLSPLTPLTVV
TLLQASNVPAVVVGRLLQAATNYHN
GHTGQLSAITVFLLFGGSLARIFTSIQ
ETGDPLMAGTFVVSSLCNGLIAAQL
LFYWNAKPPHKQKKAQ




