
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

O75400 PR40A_HUMAN Homo
sapiens

Pre-
mRNA-
processing
factor	40
homolog	A

19.210651 S207;S709 S34;S151;T345;T373;S723;S787;S8
83;S885;S888;T932;S933;S935;S93
8

34229054;27655845;30397120;233
01498;37217939;33214551;293519
28;22121020;40596516;38665916;3
4725712;32119511;40914422;3252
2876;34019948;28510447;3346520
8

MRPGTGAERGGLMVSEMESHPPSQ
GPGDGERRLSGSSLCSGSWVSADGF
LRRRPSMGHPGMHYAPMGMHPMG
QRANMPPVPHGMMPQMMPPMGG
PPMGQMPGMMSSVMPGMMMSH
MSQASMQPALPPGVNSMDVAAGTA
SGAKSMWTEHKSPDGRTYYYNTETK
QSTWEKPDDLKTPAEQLLSKCPWKE
YKSDSGKPYYYNSQTKESRWAKPKE
LEDLEGYQNTIVAGSLITKSNLHAMI
KAEESSKQEECTTTSTAPVPTTEIPTT
MSTMAAAEAAAAVVAAAAAAAAAAA
AANANASTSASNTVSGTVPVVPEPE
VTSIVATVVDNENTVTISTEEQAQLT
STPAIQDQSVEVSSNTGEETSKQETV
ADFTPKKEEEESQPAKKTYTWNTKE
EAKQAFKELLKEKRVPSNASWEQA
MKMIINDPRYSALAKLSEKKQAFNA
YKVQTEKEEKEEARSKYKEAKESFQ
RFLENHEKMTSTTRYKKAEQMFGE
MEVWNAISERDRLEIYEDVLFFLSK
KEKEQAKQLRKRNWEALKNILDNM
ANVTYSTTWSEAQQYLMDNPTFAE
DEELQNMDKEDALICFEEHIRALEK
EEEEEKQKSLLRERRRQRKNRESFQ
IFLDELHEHGQLHSMSSWMELYPTI
SSDIRFTNMLGQPGSTALDLFKFYV
EDLKARYHDEKKIIKDILKDKGFVVE
VNTTFEDFVAIISSTKRSTTLDAGNIK
LAFNSLLEKAEAREREREKEEARKM
KRKESAFKSMLKQAAPPIELDAVWE
DIRERFVKEPAFEDITLESERKRIFKD
FMHVLEHECQHHHSKNKKHSKKS
KKHHRKRSRSRSGSDSDDDDSHSK
KKRQRSESRSASEHSSSAESERSYK
KSKKHKKKSKKRRHKSDSPESDAER
EKDKKEKDRESEKDRTRQRSESKHK
SPKKKTGKDSGNWDTSGSELSEGEL
EKRRRTLLEQLDDDQ

True False 3.041 5.0 1.432 1.115 0.858


