}Jl;l iprotKB Entry name organism [full name |oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wem.ioplasmlc golgi
sites reticulum |appara
075400 PR40A_HUMAN [Homo Pre- 19.210651 S207;S709(S34;S151;T345;T373;S723;S787;S8 |34229054;27655845;30397120;233 |MRPGTGAERGGLMVSEMESHPPSQ (True False 3.041 |5.0 1.432 1.115 0.858
sapiens |mRNA- 83;5885;5888;T932;5933;5935;S93 (01498;37217939;33214551;293519 |GPGDGERRLSGSSLCSGSWVSADGF
processing 8 28;22121020;40596516;38665916;3 [LRRRPSMGHPGMHYAPMGMHPMG
factor 40 4725712;32119511;40914422;3252 |QRANMPPVPHGMMPQMMPPMGG
homolog A 2876;34019948;28510447;3346520 [PPMGQMPGMMSSVMPGMMMSH
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