
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

O75410 TACC1_HUMAN Homo
sapiens

Transforming
acidic	coiled-
coil-
containing
protein	1

33.470722 S218 S4;S10;S44;S147;S153;S228;S248;S
276;S381;S406;S483;T533;S591

40914422;40307207 MAFSPWQILSPVQWAKWTWSAVRG
GAAGEDEAGGPEGDPEEEDSQAETK
SLSFSSDSEGNFETPEAETPIRSPFK
ESCDPSLGLAGPGAKSQESQEADEQ
LVAEVVEKCSSKTCSKPSENEVPQQ
AIDSHSVKNFREEPEHDFSKISIVRP
FSIETKDSTDISAVLGTKAAHGCVTA
VSGKALPSSPPDALQDEAMTEGSMG
VTLEASAEADLKAGNSCPELVPSRR
SKLRKPKPVPLRKKAIGGEFSDTNAA
VEGTPLPKASYHFSPEELDENTSPLL
GDARFQKSPPDLKETPGTLSSDTND
SGVELGEESRSSPLKLEFDFTEDTG
NIEARKALPRKLGRKLGSTLTPKIQK
DGISKSAGLEQPTDPVARDGPLSQTS
SKPDPSQWESPSFNPFGSHSVLQNS
PPLSSEGSYHFDPDNFDESMDPFKP
TTTLTSSDFCSPTGNHVNEILESPKK
AKSRLITSGCKVKKHETQSLALDACS
RDEGAVISQISDISNRDGHATDEEKL
ASTSCGQKSAGAEVKGEPEEDLEYF
ECSNVPVSTINHAFSSSEAGIEKETC
QKMEEDGSTVLGLLESSAEKAPVSV
SCGGESPLDGICLSESDKTAVLTLIR
EEIITKEIEANEWKKKYEETRQEVLE
MRKIVAEYEKTIAQMIEDEQRTSMT
SQKSFQQLTMEKEQALADLNSVERS
LSDLFRRYENLKGVLEGFKKNEEAL
KKCAQDYLARVKQEEQRYQALKIHA
EEKLDKANEEIAQVRTKAKAESAAL
HAGLRKEQMKVESLERALQQKNQEI
EELTKICDELIAKLGKTD

True False 4.731 4.311 1.164 0.843 0.632 1.086


