}Jl;l iprotKB Entry name  |organism [full name |oglcnacscore oglcnac phosphorylation |y ypyg sequence intracellular [extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma |extrac
sites  [sites reticulum |apparatus membrane [region
075449 KTNA1 HUMAN [Homo Katanin 22.857112 'T359 S42;S109;T133;S170|40596516;34019948;36240223 MSLLMISENVKLAREYALLGNYDSA |False False 2.739 [2.795 False False False False False
sapiens  [p60 MVYYQGVLDQMNKYLYSVKDTYLQ
IATPase- QKWQQVWQEINVEAKHVKDIMKTL
containing ESFKLDSTPLKAAQHDLPASEGEVW
subunit SMPVPVERRPSPGPRKRQSSQYSDP
A1 KSHGNRPSTTVRVHRSSAQNVHND

RGKAVRCREKKEQNKGREEKNKSP
IAAVTEPETNKFDSTGYDKDLVEALE
RDIISQNPNVRWDDIADLVEAKKLLK
EAVVLPMWMPEFFKGIRRPWKGVL
MVGPPGTGKTLLAKAVATECKTTFF
NVSSSTLTSKYRGESEKLVRLLFEM
IARFYSPATIFIDEIDSICSRRGTSEEH
EASRRVKAELLVQMDGVGGTSEND
DPSKMVMVLAATNFPWDIDEALRR
RLEKRIYIPLPSAKGREELLRISLREL
ELADDVDLASIAENMEGYSGADITN
IVCRDASLMAMRRRIEGLTPEEIRNL
SKEEMHMPTTMEDFEMALKKVSKS
IVSAADIERYEKWIFEFGSC




