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UniprotkB Entry name organism [full name |oglcnacscore o'glcnac P OSPRoLY lation PMIDS sequence intracellular extracellular [cytosol |nucleus \mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane [region
075525 KHDR3 _HUMAN Homo KH domain- [22.820837 NaN NaN 23301498;37217939 MEEKYLPELMAEKDSLDPSFTHALR [True False 1.476 |4.751 1.195 1.2 0.714 1.626 1.568
sapiens containing, LVNQEIEKFQKGEGKDEEKYIDVVIN

RNA- KNMKLGQKVLIPVKQFPKFNFVGKL

binding, LGPRGNSLKRLQEETLTKMSILGKG

signal SMRDKAKEEELRKSGEAKYFHLND

transduction- DLHVLIEVFAPPAEAYARMGHALEEI

associated KKFLIPDYNDEIRQAQLQELTYLNGG

protein 3 SENADVPVVRGKPTLRTRGVPAPAIT

RGRGGVTARPVGVVVPRGTPTPRGV
LSTRGPVSRGRGLLTPRARGVPPTGY
RPPPPPPTQETYGEYDYDDGYGTAYD
EQSYDSYDNSYSTPAQSGADYYDYG
HGLSEETYDSYGQEEWTNSRHKAPS
JARTAKGVYRDQPYGRY




