
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac
sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

O75533 SF3B1_HUMAN Homo
sapiens

Splicing
factor
3B
subunit
1

10.851549 T299;S332 T125;S129;T142;S194;T203;T207;T
211;T223;T227;S229;T235;T244;T2
48;T257;T261;T267;T273;T278;S28
7;T296;T299;T303;T313;S322;T326;
T328;S332;T341;S344;S349;T350;T
354;S400;T426;T434;T436;S488

30397120;23301498;37217939;332
14551;40596516;32522876;386659
16;34725712;32119511;35254053;4
0914422;30444036;30620550;3508
3852;34019948;28510447

MAKIAKTHEDIEAQIREIQGKKAALD
EAQGVGLDSTGYYDQEIYGGSDSRF
AGYVTSIAATELEDDDDDYSSSTSLL
GQKKPGYHAPVALLNDIPQSTEQYD
PFAEHRPPKIADREDEYKKHRRTMII
SPERLDPFADGGKTPDPKMNARTY
MDVMREQHLTKEEREIRQQLAEKA
KAGELKVVNGAAASQPPSKRKRRW
DQTADQTPGATPKKLSSWDQAETPG
HTPSLRWDETPGRAKGSETPGATPG
SKIWDPTPSHTPAGAATPGRGDTPG
HATPGHGGATSSARKNRWDETPKT
ERDTPGHGSGWAETPRTDRGGDSIG
ETPTPGASKRKSRWDETPASQMGGS
TPVLTPGKTPIGTPAMNMATPTPGHI
MSMTPEQLQAWRWEREIDERNRPL
SDEELDAMFPEGYKVLPPPAGYVPIR
TPARKLTATPTPLGGMTGFHMQTED
RTMKSVNDQPSGNLPFLKPDDIQYF
DKLLVDVDESTLSPEEQKERKIMKL
LLKIKNGTPPMRKAALRQITDKAREF
GAGPLFNQILPLLMSPTLEDQERHL
LVKVIDRILYKLDDLVRPYVHKILVVI
EPLLIDEDYYARVEGREIISNLAKAAG
LATMISTMRPDIDNMDEYVRNTTAR
AFAVVASALGIPSLLPFLKAVCKSKK
SWQARHTGIKIVQQIAILMGCAILPH
LRSLVEIIEHGLVDEQQKVRTISALAI
AALAEAATPYGIESFDSVLKPLWKGI
RQHRGKGLAAFLKAIGYLIPLMDAEY
ANYYTREVMLILIREFQSPDEEMKKI
VLKVVKQCCGTDGVEANYIKTEILPP
FFKHFWQHRMALDRRNYRQLVDTT
VELANKVGAAEIISRIVDDLKDEAEQ
YRKMVMETIEKIMGNLGAADIDHKL
EEQLIDGILYAFQEQTTEDSVMLNG
FGTVVNALGKRVKPYLPQICGTVLW
RLNNKSAKVRQQAADLISRTAVVMK
TCQEEKLMGHLGVVLYEYLGEEYPE
VLGSILGALKAIVNVIGMHKMTPPIK
DLLPRLTPILKNRHEKVQENCIDLVG
RIADRGAEYVSAREWMRICFELLELL
KAHKKAIRRATVNTFGYIAKAIGPHD
VLATLLNNLKVQERQNRVCTTVAIAI
VAETCSPFTVLPALMNEYRVPELNV
QNGVLKSLSFLFEYIGEMGKDYIYAV
TPLLEDALMDRDLVHRQTASAVVQH
MSLGVYGFGCEDSLNHLLNYVWPN
VFETSPHVIQAVMGALEGLRVAIGPC
RMLQYCLQGLFHPARKVRDVYWKIY
NSIYIGSQDALIAHYPRIYNDDKNTYI
RYELDYIL

True False 1.571 5.0 1.465 1.078 False


