UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr"acellular
1D name sites sites reticulum apparatus membrane [region
075541 ZN821 _HUMAN [Homo Zinc  [18.379595 NaN NaN 30379171 MSRRKQTNPNKVHWDQVFAGLEEQ [None None None [None None None None None None
sapiens [finger ARQAMMKTDFPGDLGSQRQAIQQL
protein RDQDSSSSDSEGDEEETTQDEVSSH
821 TSEEDGGVVKVEKELENTEQPVGGN

EVVEHEVTGNLNSDPLLELCQCPLC
QLDCGSREQLIAHVYQHTAAVVSAK
SYMCPVCGRALSSPGSLGRHLLIHS
EDQRSNCAVCGARFTSHATFNSEKL
PEVLNMESLPTVHNEGPSSAEGKDI
AFSPPVYPAGILLVCNNCAAYRKLLE
AQTPSVRKWALRRQNEPLEVRLQRL
ERERTAKKSRRDNETPEEREVRRMR
DREAKRLQRMQETDEQRARRLQRD
REAMRLKRANETPEKRQARLIRERE
AKRLKRRLEKMDMMLRAQFGQDPS
AMAALAAEMNFFQLPVSGVELDSQ
LLGKMAFEEQNSSSLH




