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D Entry name organism oglcnacscore o_glcnac phosp ylation sites PMIDS |[sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:acellula
name sites reticulum |apparatus membrane region
075676 KS6A4_HUMAN [Homo Ribosomal [21.366884 NaN S196;S343;5347;5S360;S365;T542;T 28510447 MGDEDDDESCAVELRITEANLTGHE [None None None [None |None None None None None
sapiens [protein 568;S634;S678;T687;S737;S745 EKVSVENFELLKVLGTGAYGKVFLV
S6 kinase RKAGGHDAGKLYAMKVLRKAALVQ
alpha-4 RAKTQEHTRTERSVLELVRQAPFLV

TLHYAFQTDAKLHLILDYVSGGEMF
THLYQRQYFKEAEVRVYGGEIVLALE
HLHKLGITYRDLKLENVLLDSEGHIV
LTDFGLSKEFLTEEKERTFSFCGTIE
'YMAPEIIRSKTGHGKAVDWWSLGIL
LFELLTGASPFTLEGERNTQAEVSRR
ILKCSPPFPPRIGPVAQDLLQRLLCK
DPKKRLGAGPQGAQEVRNHPFFQG
LDWVALAARKIPAPFRPQIRSELDVG
NFAEEFTRLEPVYSPPGSPPPGDPRI
FQGYSFVAPSILFDHNNAVMTDGLE
IAPGAGDRPGRAAVARSAMMQDSPF
FQQYELDLREPALGQGSFSVCRRCR
QRQSGQEFAVKILSRRLEANTQREV
IAALRLCQSHPNVVNLHEVHHDQLH
TYLVLELLRGGELLEHIRKKRHFSES
EASQILRSLVSAVSFMHEEAGVVHR
DLKPENILYADDTPGAPVKIIDFGFA
RLRPQSPGVPMQTPCFTLQYAAPEL
LAQQGYDESCDLWSLGVILYMMLSG
QVPFQGASGQGGQSQAAEIMCKIRE
GRFSLDGEAWQGVSEEAKELVRGLL
TVDPAKRLKLEGLRGSSWLQDGSAR
SSPPLRTPDVLESSGPAVRSGLNATF
MAFNRGKREGFFLKSVENAPLAKRR
KQKLRSATASRRGSPAPANPGRAPV
IASKGAPRRANGPLPPS




