}Jl;l iprotkB Entry name organism full oglcnacscore joglcnac sites phosp ylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc go
name reticulum |ap
075717 'WDHD1_HUMAN Homo WD 21.20316 T933;S943;T1004|S333;S374;S383;5387;T824;T826;S |34229054;34019948;33214551;393 [MPATRKPMRYGHTEGHTEVCFDDS (True False 1.406 [4.736 |False False Fa
sapiens [repeat 868;5917;5919;5932;5984;S1041;S |02247;23301498;40307207;285104 |GSFIVTCGSDGDVRIWEDLDDDDPK
and 1090 47;37340703 FINVGEKAYSCALKSGKLVTAVSNN
HMG- TIQVHTFPEGVPDGILTRFTTNANHV
box 'VFNGDGTKIAAGSSDFLVKIVDVMD
DNA- SSQQKTFRGHDAPVLSLSFDPKDIFL
binding ASASCDGSVRVWQISDQTCAISWPL
protein LQKCNDVINAKSICRLAWQPKSGKL
1 LAIPVEKSVKLYRRESWSHQFDLSD

NFISQTLNIVTWSPCGQYLAAGSING
LIIVWNVETKDCMERVKHEKGYAIC
GLAWHPTCGRISYTDAEGNLGLLEN
'VCDPSGKTSSSKVSSRVEKDYNDLF
DGDDMSNAGDFLNDNAVEIPSFSK
GIINDDEDDEDLMMASGRPRQRSHI
LEDDENSVDISMLKTGSSLLKEEEE
DGQEGSIHNLPLVTSQRPFYDGPMP
TPRQKPFQSGSTPLHLTHRFMVWN
SIGIIRCYNDEQDNAIDVEFHDTSIH
HATHLSNTLNYTIADLSHEAILLACE
STDELASKLHCLHFSSWDSSKEWII
DLPQNEDIEAICLGQGWAAAATSAL
LLRLFTIGGVQKEVFSLAGPVVSMAG
HGEQLFIVYHRGTGFDGDQCLGVQL
LELGKKKKQILHGDPLPLTRKSYLA
'WIGFSAEGTPCYVDSEGIVRMLNRG
LGNTWTPICNTREHCKGKSDHYWV
VGIHENPQQLRCIPCKGSRFPPTLPR
PAVAILSFKLPYCQIATEKGQMEEQF
'WRSVIFHNHLDYLAKNGYEYEESTK
NQATKEQQELLMKMLALSCKLERE
FRCVELADLMTQNAVNLAIKYASRS
RKLILAQKLSELAVEKAAELTATQVE
EEEEEEDFRKKLNAGYSNTATEWSQ
PRFRNQVEEDAEDSGEADDEEKPEI
HKPGQNSFSKSTNSSDVSAKSGAVT
FSSQGRVNPFKVSASSKEPAMSMN
SARSTNILDNMGKSSKKSTALSRTT
NNEKSPIIKPLIPKPKPKQASAASYFQ
KRNSQTNKTEEVKEENLKNVLSETP
AICPPQNTENQRPKTGFQMWLEEN
RSNILSDNPDFSDEADIIKEGMIRFR
VLSTEERKVWANKAKGETASEGTEA
KKRKRVVDESDETENQEEKAKENL

NLSKKQKPLDFSTNQKLSAFAFKQE




