RERWLLEGTPSSASEGDEDLRRQM
QDDEQKTRLLEDSVSRLEKEIEVLER
GDSAPATAKENAAAPSPVRAPAPSPA
KEERKTEVVMNSQQTPVGTPKDKRV
SNTPLRTVDGSPMMKAAMYSVEITV
EKDKVTGETRVLSSTTLLPRQPLPLG
IKVYEDETKVVHAVDGTAENGIHPLS
SSEVDELIHKADEVTLSEAGSTAGAA
ETRGAVEGAARTTPSRREITGVQAQP
GEATSGPPGIQPGQEPPVTMIFMGY
QNVEDEAETKKVLGLQDTITAELVVI
EDAAEPKEPAPPNGSAAEPPTEAASR
EENQAGPEATTSDPQDLDMKKHRC
KCCSIM

UniprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellu

ID sites reticulum |apparatus membrane region

075781 PALM_HUMAN Homo Paralemmin-|18.379595 NaN S116;S124;T141;T145;S162;T243;S (30379171 [ MEVLAAETTSQQERLQAIAEKRKRQ [None None None |None None None None None None
sapiens 1 245;S346;T367;S369 AEIENKRRQLEDERRQLQHLKSKAL




