UniprotKB Entry name |organism full oglcnacscore oglcnac  phosphorylation |y yyyg sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma lextr:
D name sites sites reticulum |apparatus membrane [regi
075882 IATRN_HUMAN [Homo |Attractin|32.319675 S733;S735 [NaN 32574038;28657654;28411811;352 |MVAAAAATEARLRRRTAATAALAGR |False True 2.44 1.555 1.279 1.149 3.419 4.712 4.33!

sapiens

89036;18984734;34725712;386659
16

SGGPHWDWDVTRAGRPGLGAGLRL
PRLLSPPLRPRLLLLLLLLSPPLLLLL
LPCEAEAAAAAAAVSGSAAAEAKEC
DRPCVNGGRCNPGTGQCVCPAGWV
GEQCQHCGGRFRLTGSSGFVTDGP
GNYKYKTKCTWLIEGQPNRIMRLRF
NHFATECSWDHLYVYDGDSIYAPLV
IAAFSGLIVPERDGNETVPEVVATSGY
IALLHFFSDAAYNLTGFNITYSFDMC
PNNCSGRGECKISNSSDTVECECSE
NWKGEACDIPHCTDNCGFPHRGIC
NSSDVRGCSCFSDWQGPGCSVPVP
IANQSFWTREEYSNLKLPRASHKAVV
NGNIMWVVGGYMFNHSDYNMVLA
YDLASREWLPLNRSVNNVVVRYGH
SLALYKDKIYMYGGKIDSTGNVTNEL
RVFHIHNESWVLLTPKAKEQYAVVG
HSAHIVTLKNGRVVMLVIFGHCPLY
GYISNVQEYDLDKNTWSILHTQGAL
VQGGYGHSSVYDHRTRALYVHGGYK
IAFSANKYRLADDLYRYDVDTQMWTI
LKDSRFFRYLHTAVIVSGTMLVFGG
NTHNDTSMSHGAKCFSSDFMAYDI
IACDRWSVLPRPDLHHDVNRFGHSA
VLHNSTMYVFGGFNSLLLSDILVFTS
EQCDAHRSEAACLAAGPGIRCVWNT
GSSQCISWALATDEQEEKLKSECFS
KRTLDHDRCDQHTDCYSCTANTND
CHWCNDHCVPRNHSCSEGQISIFRY
ENCPKDNPMYYCNKKTSCRSCALD
QNCQWEPRNQECIALPENICGIGW
HLVGNSCLKITTAKENYDNAKLFCR
NHNALLASLTTQKKVEFVLKQLRIM
QSSQSMSKLTLTPWVGLRKINVSYW
CWEDMSPFTNSLLQWMPSEPSDAG
FCGILSEPSTRGLKAATCINPLNGSV
CERPANHSAKQCRTPCALRTACGDC
TSGSSECMWCSNMKQCVDSNAYVA
SFPFGQCMEWYTMSTCPPENCSGY
CTCSHCLEQPGCGWCTDPSNTGKG
KCIEGSYKGPVKMPSQAPTGNFYPQ
PLLNSSMCLEDSRYNWSFIHCPACQ
CNGHSKCINQSICEKCENLTTGKHC
ETCISGFYGDPTNGGKCQPCKCNGH
IASLCNTNTGKCFCTTKGVKGDECQL
CEVENRYQGNPLRGTCYYTLLIDYQF
TFSLSQEDDRYYTAINFVATPDEQNR
DLDMFINASKNFNLNITWAASFSAG
TQAGEEMPVVSKTNIKEYKDSFSNE
KFDFRNHPNITFFVYVSNFTWPIKIQ
IAFSQHSNFMDLVQFFVTFFSCFLS
LLLVAAVVWKIKQSCWASRRREQLL
REMQQMASRPFASVNVALETDEEP
PDLIGGSIKTVPKPIALEPCFGNKAAV
LSVFVRLPRGLGGIPPPGQSGLAVAS
IALVDISQQMPIVYKEKSGAVRNRKQ
QPPAQPGTCI




