UniprotKB

full

Entry name |organism oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . ic|golgi pla

ID name sites reticulum apparatus me

075909 CCNK_HUMAN Homo Cyclin-|16.132466 S$340;S426;S427;T430|S324;S328;S329;S340(34019948;33214551;30379171;203 |MKENKENSSPSVTSANLDHTKPCW [True False 1.375 [4.701 |0.766 False 0.766 Fal
sapiens |K 05658;37217939;40596516;293519

28;39534244;28510447

YWDKKDLAHTPSQLEGLDPATEARY
RREGARFIFDVGTRLGLHYDTLATGI
IYFHRFYMFHSFKQFPRYVTGACCL
FLAGKVEETPKKCKDIIKTARSLLND
IVQFGQFGDDPKEEVMVLERILLQTI
KFDLQVEHPYQFLLKYAKQLKGDKN
KIQKLVQMAWTFVNDSLCTTLSLQ
'WEPEIIAVAVMYLAGRLCKFEIQEWT
SKPMYRRWWEQFVQDVPVDVLEDI
CHQILDLYSQGKQQMPHHTPHQLQ
QPPSLQPTPQVPQVQQSQPSQSSEP
SQPQQKDPQQPAQQQQPAQQPKKP
SPQPSSPRQVKRAVVVSPKEENKAA
EPPPPKIPKIETTHPPLPPAHPPPDRK
PPLAAALGEAEPPGPVDATDLPKVQI
PPPAHPAPVHQPPPLPHRPPPPPPSS
IYMTGMSTTSSYMSGEGYQSLQSMM
KTEGPSYGALPPAYGPPAHLPYHPHV
YPPNPPPPPVPPPPASFPPPAIPPPTP
GYPPPPPTYNPNFPPPPPRLPPTHAV
PPHPPPGLGLPPASYPPPAVPPGGQP
PVPPPIPPPGMPPVGGLGRAAWMR




