UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ©
ID sites sites reticulum apparatus membrane r
075947 IATP5SH_HUMAN |Homo IATP synthase [18.383906 NaN NaN 35083852;37217939;30444036;386 |MAGRKLALKTIDWVAFAEIIPQNQK |True False 3.715 (3.44 5.0 1.487 1.149 1.499 1
sapiens subunit d, 65916 ATASSLKSWNETLTSRLAALPENPPA
mitochondrial IDWAYYKANVAKAGLVDDFEKKFNA
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