EGQFDRYYHEEELESALREAAAAGL
PGLARLFSIGRSVEGRPLWVLRLTAG
LGSLIPEGDAGPDAAGPDAAGPLLPG
RPQVKLVGNMHGDETVSRQVLIYLA
RELAAGYRRGDPRLVRLLNTTDVYL
LPSLNPDGFERAREGDCGFGDGGPS
.GASGRDNSRGRDLNRSFPDQFSTG
EPPALDEVPEVRALIEWIRRNKFVLS
GNLHGGSVVASYPFDDSPEHKATGI
YSKTSDDEVFKYLAKAYASNHPIMK
TGEPHCPGDEDETFKDGITNGAHW
YDVEGGMQDYNYVWANCFEITLELS
CCKYPPASQLRQEWENNRESLITLIE
KVHIGVKGFVKDSITGSGLENATISV
IAGINHNITTGRFGDFYRLLVPGTYNL
TVVLTGYMPLTVINVVVKEGPATEV
DFSLRPTVTSVIPDTTEAVSTASTVAI
PNILSGTSSSYQPIQPKDFHHHHFPD
MEIFLRRFANEYPNITRLYSLGKSVE
SRELYVMEISDNPGVHEPGEPEFKYI
GNMHGNEVVGRELLLNLIEYLCKN
FGTDPEVITDLVHNTRIHLMPSMNP
DGYEKSQEGDSISVIGRNNSNNFDL
NRNFPDQFVQITDPTQPETIAVMSW
MKSYPFVLSANLHGGSLVVNYPFDD
DEQGLATYSKSPDDAVFQQIALSYSK
ENSQMFQGRPCKNMYPNEYFPHGI
TNGASWYNVPGGMQDWNYLQTNC
FEVTIELGCVKYPLEKELPNFWEQN
RRSLIQFMKQVHQGVRGFVLDATDG
RGILNATISVAEINHPVTTYKTGDYW
RLLVPGTYKITASARGYNPVTKNVTV
KSEGAIQVNFTLVRSSTDSNNESKK
GKGASSSTNDASDPTTKEFETLIKDL
SAENGLESLMLRSSSNLALALYRYH
SYKDLSEFLRGLVMNYPHITNLTNL
GQSTEYRHIWSLEISNKPNVSEPEEP
KIRFVAGIHGNAPVGTELLLALAEFL
CLNYKKNPAVTQLVDRTRIVIVPSLN
PDGRERAQEKDCTSKIGQTNARGKD
LDTDFTNNASQPETKAIIENLIQKQD
FSLSVALDGGSMLVTYPYDKPVQTV
ENKETLKHLASLYANNHPSMHMGQ
PSCPNKSDENIPGGVMRGAEWHSH
LGSMKDYSVTYGHCPEITVYTSCCYF
PSAARLPSLWADNKRSLLSMLVEVH
KGVHGFVKDKTGKPISKAVIVLNEGI
KVQTKEGGYFHVLLAPGVHNIIAIAD
GYQQQHSQVFVHHDAASSVVIVFDT
DNRIFGLPRELVVTVSGATMSALILT
IACIIWCICSIKSNRHKDGFHRLRQH
HDEYEDEIRMMSTGSKKSLLSHEFQ
DETDTEEETLYSSKH

}Jl;l iprotKB Entry name |organism [full name oglcnacscore joglcnac sites iphosp ylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitoc
075976 CBPD_HUMAN [Homo Carboxypeptidase |26.606487 T41;T43;S528;S532;5628;T652;T69 (T265;S270;S1358;S1361;T1368;T13 |38665916;35289036;40307207;293 [MASGRDERPPWRLGRLLLLMCLLLL |False False 1.532 |False |False
sapiens |D 0;T824;T825 70 51928;38253038;37340703 GSSARAAHIKKAEATTTTTSAGAEAA




