UniprotKB Entry name organism [full name (oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
076039 CDKL5_HUMAN Homo Cyclin- 18.379595 S479;S543(S407;S479;S720;S761|30379171 MKIPNIGNVMNKFEILGVVGEGAYG (True False 3.447 |4.779 1.828 1.013 0.676 1.691 1.566
sapiens |dependent VVLKCRHKETHEIVAIKKFKDSEENE
kinase- EVKETTLRELKMLRTLKQENIVELKE
like 5 IAFRRRGKLYLVFEYVEKNMLELLEE

MPNGVPPEKVKSYIYQLIKATHWCH
KNDIVHRDIKPENLLISHNDVLKLCD
FGFARNLSEGNNANYTEYVATRWY
RSPELLLGAPYGKSVDMWSVGCILG
ELSDGQPLFPGESEIDQLFTIQKVLG
PLPSEQMKLFYSNPRFHGLRFPAVN
HPQSLERRYLGILNSVLLDLMKNLL
KLDPADRYLTEQCLNHPTFQTQRLL
DRSPSRSAKRKPYHVESSTLSNRNQ
IAGKSTALQSHHRSNSKDIQNLSVGL
PRADEGLPANESFLNGNLAGASLSP
LHTKTYQASSQPGSTSKDLTNNNIP
HLLSPKEAKSKTEFDFNIDPKPSEGP
GTKYLKSNSRSQQNRHSFMESSQS
KAGTLQPNEKQSRHSYIDTIPQSSRS
PSYRTKAKSHGALSDSKSVSNLSEA
RAQIAEPSTSRYFPSSCLDLNSPTSP
TPTRHSDTRTLLSPSGRNNRNEGTL
DSRRTTTRHSKTMEELKLPEHMDSS
HSHSLSAPHESFSYGLGYTSPFSSQ
QRPHRHSMYVTRDKVRAKGLDGSL
SIGQGMAARANSLQLLSPQPGEQLP
PEMTVARSSVKETSREGTSSFHTRQ
KSEGGVYHDPHSDDGTAPKENRHL
YNDPVPRRVGSFYRVPSPRPDNSFH
ENNVSTRVSSLPSESSSGTNHSKRQ
PAFDPWKSPENISHSEQLKEKEKQG
FFRSMKKKKKKSQTVPNSDSPDLLT
LQKSIHSASTPSSRPKEWRPEKISDL
QTQSQPLKSLRKLLHLSSASNHPAS
SDPRFQPLTAQQTKNSFSEIRIHPLS
QASGGSSNIRQEPAPKGRPALQLPG
QMDPGWHVSSVTRSATEGPSYSEQ
LGAKSGPNGHPYNRTNRSRMPNLN
DLKETAL




