UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane region
076075 DFFB_HUMAN [Homo DNA 26.075584 NaN NaN 40596516 MLQKPKSVKLRALRSPRKFGVAGRS [True False 5.0 5.0 3.156 1.783 1.034 2.109 2.051

sapiens fragmentation CQEVLRKGCLRFQLPERGSRLCLYE

factor subunit
beta

DGTELTEDYFPSVPDNAELVLLTLG
QAWQGYVSDIRRFLSAFHEPQVGLI
QAAQQLLCDEQAPQRQRLLADLLH
NVSQNIAAETRAEDPPWFEGLESRF
QSKSGYLRYSCESRIRSYLREVSSYP
STVGAEAQEEFLRVLGSMCQRLRS
MQYNGSYFDRGAKGGSRLCTPEGW
FSCQGPFDMDSCLSRHSINPYSNRE
SRILFSTWNLDHIIEKKRTIIPTLVEAI
KEQDGREVDWEYFYGLLFTSENLKL
'VHIVCHKKTTHKLNCDPSRIYKPQTR
LKRKQPVRKRQ




