UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enﬁloplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus  membrane [region
076082 OCTN2_HUMAN [Homo Organic 19.994096 NaN T486;T550 37217939 MRDYDEVTAFLGEWGPFQRLIFFLL (None None None (None None None None None None

sapiens

cation/carnitine
transporter 2

SASIIPNGFTGLSSVFLIATPEHRCRV
PDAANLSSAWRNHTVPLRLRDGRE
IVPHSCRRYRLATIANFSALGLEPGRD
VDLGQLEQESCLDGWEFSQDVYLST
IVTEWNLVCEDDWKAPLTISLFFVG
IVLLGSFISGQLSDRFGRKNVLFVTM
GMQTGFSFLQIFSKNFEMFVVLFVL
IVGMGQISNYVAAFVLGTEILGKSVRI
IFSTLGVCIFYAFGYMVLPLFAYFIRD
WRMLLVALTMPGVLCVALWWFIPE
SPRWLISQGRFEEAEVIIRKAAKANG
IVVPSTIFDPSELQDLSSKKQQSHNI
LDLLRTWNIRMVTIMSIMLWMTISV
GYFGLSLDTPNLHGDIFVNCFLSAM
VEVPAYVLAWLLLQYLPRRYSMATA
LFLGGSVLLFMQLVPPDLYYLATVLV
MVGKFGVTAAFSMVYVYTAELYPTV
VRNMGVGVSSTASRLGSILSPYFVYL
GAYDRFLPYILMGSLTILTAILTLFLP
ESFGTPLPDTIDQMLRVKGMKHRKT
PSHTRMLKDGQERPTILKSTAF




