UniprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
076083 PDE9A_HUMAN [Homo High affinity 19.994096 NaN S379 37217939 [MGSGSSSYRPKAIYLDIDGRIQKVIFS (True True 4.691 [4.626 [1.658 3.475 3.236 5.0 1.374

sapiens

cGMP-specific
3',5'-cyclic
phosphodiesterase
9A

KYCNSSDIMDLFCIATGLPRNTTISL
LTTDDAMVSIDPTMPANSERTPYKV
RPVAIKQLSAGVEDKRTTSRGQSAER
PLRDRRVVGLEQPRREGAFESGQVE
PRPREPQGCYQEGQRIPPEREELIQS
IVLAQVAEQFSRAFKINELKAEVANH
LAVLEKRVELEGLKVVEIEKCKSDIK
KMREELAARSSRTNCPCKYSFLDNH
KKLTPRRDVPTYPKYLLSPETIEALRK
PTFDVWLWEPNEMLSCLEHMYHDL
GLVRDFSINPVTLRRWLFCVHDNYR
NNPFHNFRHCFCVAQMMYSMVWL
CSLQEKFSQTDILILMTAAICHDLDH
PGYNNTYQINARTELAVRYNDISPLE
NHHCAVAFQILAEPECNIFSNIPPDG
FKQIRQGMITLILATDMARHAEIMDS
FKEKMENFDYSNEEHMTLLKMILIK
CCDISNEVRPMEVAEPWVDCLLEEY
FMQSDREKSEGLPVAPFMDRDKVT
KATAQIGFIKFVLIPMFETVTKLFPM
VEEIMLQPLWESRDRYEELKRIDDA
MKELQKKTDSLTSGATEKSRERSRD
IVKNSEGDCA




