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Entry
name organism full

name oglcnacscore oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O88280 SLIT3_RAT Rattus
norvegicus

Slit
homolog
3
protein

23.439218 NaN NaN 38843836 MAPGRTGAGAAVRARLALALALASIL
SGPPAAACPTKCTCSAASVDCHGLG
LRAVPRGIPRNAERLDLDRNNITRIT
KMDFTGLKNLRVLHLEDNQVSVIER
GAFQDLKQLERLRLNKNKLQVLPEL
LFQSTPKLTRLDLSENQIQGIPRKAF
RGVTGVKNLQLDNNHISCIEDGAFR
ALRDLEILTLNNNNISRILVTSFNHM
PKIRTLRLHSNHLYCDCHLAWLSDW
LRQRRTIGQFTLCMAPVHLRGFSVA
DVQKKEYVCPGPHSEAPACNANSLS
CPSACSCSNNIVDCRGKGLTEIPANL
PEGIVEIRLEQNSIKSIPAGAFIQYKK
LKRIDISKNQISDIAPDAFQGLKSLTS
LVLYGNKITEIPKGLFDGLVSLQLLLL
NANKINCLRVNTFQDLQNLNLLSLY
DNKLQTISKGLFAPLQSIQTLHLAQN
PFVCDCHLKWLADYLQDNPIETSGA
RCSSPRRLANKRISQIKSKKFRCSGS
EDYRNRFSSECFMDLVCPEKCRCE
GTIVDCSNQKLSRIPSHLPEYTTDLR
LNDNDIAVLEATGIFKKLPNLRKINL
SNNRIKEVREGAFDGAAGVQELMLT
GNQLETMHGRMFRGLSGLKTLMLR
SNLISCVNNDTFAGLSSVRLLSLYDN
RITTISPGAFTTLVSLSTINLLSNPFN
CNCHMAWLGRWLRKRRIVSGNPRC
QKPFFLKEIPIQDVAIQDFTCEGNEE
NSCQLSPRCPEQCTCVETVVRCSNR
GLHTLPKGMPKDVTELYLEGNHLTA
VPKELSTFRQLTLIDLSNNSISMLTN
HTFSNMSHLSTLILSYNRLRCIPVHA
FNGLRSLRVLTLHGNDISSVPEGSF
NDLTSLSHLALGINPLHCDCSLRWL
SEWIKAGYKEPGIARCSSPESMADR
LLLTTPTHRFQCKGPVDINIVAKCNA
CLSSPCKNNGTCSQDPVEQYRCTCP
YSYKGKDCTVPINTCVQNPCQHGGT
CHLSESHRDGFSCSCPLGFEGQRCE
INPDDCEDNDCENSATCVDGINNYA
CVCPPNYTGELCDEVIDYCVPEMNL
CQHEAKCISLDKGFRCECVPGYSGK
LCETDNDDCVAHKCRHGAQCVDAV
NGYTCICPQGFSGLFCEHPPPMVLL
QTSPCDQYECQNGAQCIVVQQEPTC
RCPPGFAGPRCEKLITVNFVGKDSYV
ELASAKVRPQANISLQVATDKDNGIL
LYKGDNDPLALELYQGHVRLVYDSL
SSPPTTVYSVETVNDGQFHSVELVM
LNQTLNLVVDKGAPKSLGKLQKQPA
VGINSPLYLGGIPTSTGLSALRQGAD
RPLGGFHGCIHEVRINNELQDFKAL
PPQSLGVSPGCKSCTVCRHGLCRSV
EKDSVVCECHPGWTGPLCDQEAQD
PCLGHSCSHGTCVATGNSYVCKCAE
GYEGPLCDQKNDSANACSAFKCHH
GQCHISDRGEPYCLCQPGFSGNHCE
QENPCLGEIVREAIRRQKDYASCATA
SKVPIMVCRGGCGSQCCQPIRSKRR
KYVFQCTDGSSFVEEVERHLECGCR
ECS

False False 2.196 2.664 1.174 0.831 False 1.328 4.304


