UniprotKB Entry name |organism full oglcnacscore oglcnac iphosphorylation sites PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl.'acellular
1D name sites reticulum apparatus membrane region
088351 IKKB_MOUSE |Mus Inhibitor|25.019509 S600 S177;S181;S670;S672;S675;S682;S (34418053  MSWSPSLPTQTCGAWEMKERLGTG |None None None [None None None None None None
musculus |of 689;5692;5697;5705;S733;S740 GFGNVIRWHNQATGEQIAIKQCRQE

nuclear LSPKNRNRWCLEIQIMRRLNHPNVV

factor IAARDVPEGMQNLAPNDLPLLAMEY

kappa-B CQGGDLRRYLNQFENCCGLREGAV

kinase LTLLSDIASALRYLHENRIIHRDLKPE

subunit NIVLQQGEKRLIHKIIDLGYAKELDQ

beta GSLCTSFVGTLQYLAPELLEQQKYTV

TVDYWSFGTLAFECITGFRPFLPNW
QPVQWHSKVRQKSEVDIVVSEDLNG
IAVKFSSSLPFPNNLNSVLAERLEKW
LQLMLMWHPRQRGTDPQYGPNGC
FRALDDILNLKLVHVLNMVTGTVHT
YPVTEDESLQSLKTRIQENTGILETD
QELLQKAGLVLLPDKPATQCISDSKT
NEGLTLDMDLVFLLDNSKINYETQIT
PRPPPESVSCILQEPKRNLSFFQLRK
'VWGQVWHSIQTLKEDCNRLQQGQR
IAAMMSLLRNNSCLSKMKNAMASTA
QQLKAKLDFFKTSIQIDLEKYKEQTE
FGITSDKLLLAWREMEQAVEQCGRE
NDVKHLVERMMALQTDIVDLQRSP
MGRKQGGTLDDLEEQARELYRKLR
EKPRDQRTEGDSQEMVRLLLQAIQS
FEKKVRVIYTQLSKTVVCKQKALELL
PKVEEVVSLMNEDERTVVRLQEKRQ
KELWNLLKIACSKVRGPVSGSPDSM
NVSRLSHPGQLMSQPSSACDSLPES
DKKSEELVAEAHALCSRLESALQDT
VKEQDRSFTTLDWSWLQMEDEERC
SLEQACD




