UniprotKB Entry name organism [full name oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma
ID sites reticulum |apparatus membrane
088379 BAZ1A MOUSE Mus Bromodomain [29.168216 NaN S270;S284;T732;5962;5963;S1282; (39627609;34105348 MPLLHRKPFVRQKPPGDLRPDEEVF [True False 0.905 (5.0 0.907 False False 0.816

musculus

adjacent to
zinc finger
domain

protein 1A

S1320;S1339;S1352;51370;51401;S
1412;S1416;T1546

[YCKVINEIFRHYDDFFERTILCNSLV
WSCAVTGRPGLTYQEALESERKARQ
NLQSFPEPLIIPVLYLTNLTRRSRLHE
ICDDIFAYVKDRYFVEETVEVIRNNG
TRLQCRILEVLPPLHQNGFANGHLS
SADGETIVISDSDDSETQSSSFHHGK
KKDAIDPLLFRYRVQPTKKEMYESAV
IVKATQISRRKHLFSRDKLKLFLKQH
CEAQDGVIKIKASSFSAYNIAEQDFS
[YFFPDDPPTFIFSPANRRRGRPPKRI
SFGQEDSIASKQTAARYRNKAIKERD
KLLKQEEMRALAFEKAKLKRERADA
LEARKREKEDKEKKREELKKMVEEE
RLKKKEEKERLKIEREKEREKLREEK
RKYMEYLKQWSKPREDMECDDLKE
LPEPTPVKTRLPPEVFGDALMVLEFL
NAFGELFDLQDEFPEGVTLAEVLEE
IALVGNDSEGPLCELLFFFLTAIFQAM
IAEEEEEVAKEQITDADTKDLTEALDE
DADPTKSALSAVAALAAAWPQLHQG
CSLKSLDLDSCTLSEILRLHILASGA
DVTSANAKYRYQKRGGFDATDDAC
MELRLSNPSLVKKLSSTSVYDLTPGE
KMKILHALCGKLLTLVSTRDFIEDYV
DVLRQAKQEFRELKAEQHRKEREAT
IAARIRRRKEEKLKEQEQKMKEKQEK
LKEDEQRNSAAVPGYGEEEREDFDT
STENKNIEQKDLDPDVVTEDEDDPG
SHKRSRRGKVGQTAVKQCIKQEEM
NYCIKQEPLSADAEEALRQEQQQKE
KELLDKIQSAIACTNIFPLGRDRLYR
RYWIFPSIPGLFIEEDYSGLTEDMLL
PRPSSFHNNAQPRDPQVSIKTEESF
LSESTSSLDQGPFDDSVLLPKPVHKP
NRWCFYSSCAQLDQLIDALNSRGHR
ESALKETLLQEKSRICAQLAHFSEEK
FHFSDKPQADSKPVSSRGRSSGACD
ISQMSAERQLELRLRDFLLDIEDRIY
QGTLGAIKVTDRQVWRSALENGRYE
LLSEESKENGVIKTVNEDVEEMEME
QARVIVRDRLLGIKTETPSTISTSAST
PQSVSNVVHYLALALFQIEQGIERRF
LKAPLDGNDSGRSYKTVLDRWRESL
LSSASLSQVFLHLSTLDRSVMWSKS
ILNARCKICRKKGDAENMVLCDGCD
RGHHTYCVRPKLKAVPDGDWFCPE
CRPKQRSRRLSSRQRPSLESDEEME
EGMEDDDDEVDDDDEEGQSEEEEY
EVEQDEEDSDDDEALSPPKRGRPQV
RLPIKTKGRFGPSFPSRSQRQDPGRY
PSRSQQSTPKNTAKSASKNLRKTRS
IAPPTETRSLRVGSRSTRHSPSALQDV
FVELLSPHSKRRGRKGADHTPEHSP
SFTNFRVSTSRSSRQLIPLNTAESLS
LQHSESKRRGRKRQSTESSPVPLNR
RSSGRQGGVHELSAFEQLVVELVRH
DDSWPFLKLVSKIQVPDYYDIIKKPIA
LNIIREKVNKCEYKLASEFIDDIELM
FSNCFEYNPRNTSEAKAGTRLQAFF
HIQAQKLGLHVSPSTVDQVSTPLAAK
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