UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol \nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum |apparatus membrane region
088441 MTX2_MOUSE [Mus Metaxin- [24.048659 NaN NaN 33300544;37507081 [MSLVAEAFVSQIAATEPWPENATLY [True False 2.235 [2.726  |4.583 0.81 0.671 0.939 0.792

musculus

2

QQLRGEQILLSDNAASLAVQAFLQM
CNLPVKVVCRANAEYMSPSGKVPFI
HVGNQVVSELGPIVQFVKAKGHSLS
DGLDEVQKAEMKAYMELVNNMLLT
IAELYLQWCDEATVGEITIARYGSPYP
WPLNHILAYQKQWEVKRKMKAIGW
GNKTLDQVLEDVDQCCQALSQRLG
TQPYFFNKQPTELDALVFGHLYTILT
TQLTSDELSEKVKNYSNLLAFCRRIE
QHYFEDWGKGRLS




