
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

O88532 ZFR_MOUSE Mus
musculus

Zinc
finger
RNA-
binding
protein

57.348653 T102;T114;T135;T136;S148;T167;S
180;S195;T202;T300;S422;T423;S4
29;S470

S1054 22517741;22645316;21606357;408
85482;33300544;34887587;368524
67;35822049;39927985;40021952;2
8528544;34678516;39627609;4099
7131;36757814

MIPICPVVSFTYVPSRLGEDAKMATG
NYFGFTHSGAAAAAAAAQYSQQPAS
GVAYSHPTTVASYTVHQAPVAAHTV
TAAYAPAAATVAVARPAPVAVAAAAT
AAAYGGYPTAHTATDYGYTQRQQEA
PPPPPPATTQNYQDSYSYVRSTAPAV
AYDSKQYYQQPTATAAAVAAAAQPQ
PSVAETYYQTAPKAGYSQGATQYTQA
QQARQVTAIKPATPSPATTTFSIYPVS
STVQPVAAAATVVPSYTQSATYSTTA
VTYSGTSYSGYEAAVYSAASSYYQQQ
QQQQKQAAAAAAAAAATAAWTGTTF
TKKTPFQNKQLKPKQPPKPPQIHYC
DVCKISCAGPQTYKEHLEGQKHKKK
EAALKASQNTSSSNNSTRGTQNQLR
CELCDVSCTGADAYAAHIRGAKHQK
VVKLHTKLGKPIPSTEPNVVSQATSS
TAASASKPTASPSSIGASNCTLNTSSI
ATSSVKGLSTTGNSSLNSTSNTKVSA
IPTNMAAKKTSTPKINFVGGNKLQST
GNKTEDLKGIDCVKNTPAASAVQIPE
VKQDAGSEPVTPASLAALQSDVQPV
GHDYVEEVRNDEGKVIRFHCKLCEC
SFNDPNAKEMHLKGRRHRLQYKKK
VNPDLQVEVKPSIRARKIQEEKMRK
QMQKEEYWRRREEEERWRMEIRRY
EEDMYWRRMEEEQHHWDDRRRM
PDGGYPHGPPGPLGLLGVRPGMPPQ
PQGPAPLRRPDSSDDRYVMTKHATI
YPTEEELQAVQKIVSITERALKLVSDS
LSEHEKSKNKEGDDKKEGGKDRAL
KGVLRVGVLAKGLLLRGDRNVNLVL
LCSEKPSKSLLSRIAENLPKQLAVISP
EKYDIKCAVSEAAIILNSCVEPKMQV
TITLTSPIIREENMREGDVTSGMVKD
PPDVLDRQKCLDALAALRHAKWFQA
RANGLQSCVIIIRILRDLCQRVPTWS
DFPSWAMELLVEKAISSASSPQSPG
DALRRVFECISSGIILKGSPGLLDPCE
KDPFDTLATMTDQQREDITSSAQFA
LRLLAFRQIHKVLGMDPLPQMNQRF
NIHNNRKRRRDSDGVDGFEAEGKK
DKKDYDNF

True False 2.527 4.471 1.138 0.715 0.814


