UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
088543 CSN3_MOUSE Mus COP9 24.474581 NaN S407;S410;S423 (33300544 MASALEQFVNSVRQLSAQGQMTQL ([True False 3.294 |5.0 1.164 0.662 0.976 0.815 0.858
musculus |signalosome CELINKSGELLAKNLSHLDTVLGAL
complex DVQEHSLGVLAVLFVKFSMPSVPDF
subunit 3

ETLFSQVQLFISTCNGEHIRYATDTF
IAGLCHQLTNALVERKQPLRGIGILKQ
IAIDKMQMNTNQLTSVHADLCQLCL
LAKCFKPALPYLDVDMMDICKENGA
IYDAKHFLCYYYYGGMIYTGLKNFER
IALYFYEQAITTPAMAVSHIMLESYKK
IYILVSLILLGKVQQLPKYTSQIVGRFI
KPLSNAYHELAQVYSTNNPSELRNL
IVSKHSETFTRDNNMGLVKQCLSSLY
KKNIQRLTKTFLTLSLQDMASRVQL
SGPQEAEKYVLHMIEDGEIFASINQK
DGMVSFHDNPEKYNNPAMLHNIDQ
EMLKCIELDERLKAMDQEITVNPQF
IVQKSMGSQEDDSGNKPSSYS




