UniprotKB Entry organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular [cytosol [nucleus mitochndrion en@oplasmlc golgi plasma extl:acellular
ID name name sites reticulum |apparatus|membrane region
088600 HSP74 RAT |Rattus Heat [28.175057 NaN S76;T89;T336;S393;S415;T538;S54 (18683930 MSVVGIDLGFQSCYVAVARAGGIETI [None None None [None None None None None None
norvegicus [shock 6;T660;S756 IANEYSDRCTPACVSFGPKNRSVGAA
70 kDa IAKSQVISNAKNTVQGFKRFHGRAFS
protein DPFVEAEKSNLAYDIVQLPTGLTGIK
4 VTYMEEERNFTTEQVTAMLLSKLKE

TAESVLKKPVVDCVVSVPSFYTDAER
RSVMDATQIAGLNCLRLMNETTAVA
LAYGIYKQDLPALEEKPRNVVFVDM
GHSAYQVSVCAFNRGKLKVLATAFD
TTLGGRKFDEVLVNHFCEEFGKKYK
LDIKSKVRALLRLSQECEKLKKLMSA
NASDLPLSIECFMNDIDVSGTMNRG
KFLEMCDDLLARVEPPLRSILDQSKL
KKEDIYAVEIVGGATRIPAVKEKISKF
FGKELSTTLNADEAVTRGCALQCAIL
SPAFKVREFSITDVVPYPISLRWNSP
IAEEGSSDCEVFPKNHAAPFSKVLTF
YRKEPFTLEAYYSSPQDLPYPDPAIA
QFSVQKVTPQSDGSSSKVKVKVRVN
IVHGIFSVSSAALVEVHKSEESEEPM
ETDQNAKEEEKMQVDQEEPHTEEQ
QPQTPAENKAESEEMETSQAGSKDK
KMDQPPQAKKAKVKTSTVDLPIESQ
LLWQLDREMLGLYTENEGKMIMQD
KLEKERNDAKNAVEEYVYEMRDKLS
GEYEKFVSEDDRNNFTLKLEDTEN
WLYEDGEDQPKQVYVDKLAELRTLG
QPIKTRFQESEERPKLFEELGKQIQQ
'YMKVISSFKNKEDQYEHLDAADMTK
VEKSTNEAMEWMNSKLNLQNKQS
LTADPVVKTKEIEAKIKELTNICSPIIS
KPKPKVEPPKEEPKHAEQNGPVDGQ
GDNPGTQAAEHGADTAVPSDGDKK
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