UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol |nucleus mitochndrion em‘ioplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
088685 PRS6A_MOUSE |Mus 26S 25.685855 NaN S12;S379 39627609 MQEMNLLPTPESPVTRQEKMATVW (True False 3.391 [4.091 1.536 1.476 0.968 1.247 1.226
musculus [proteasome DEAEQDGIGEEVLKMSTEEIVQRTR
regulatory LLDSEIKIMKSEVLRVTHELQAMKD
subunit 6A KIKENSEKIKVNKTLPYLVSNVIELLD

IVDPNDQEEDGANIDLDSQRKGKCA
IVIKTSTRQTYFLPVIGLVDAEKLKPG
DLVGVNKDSYLILETLPTEYDSRVKA
MEVDERPTEQYSDIGGLDKQIQELV
EAIVLPMNHKEKFENLGIQPPKGVL
MYGPPGTGKTLLARACAAQTKATFL
KLAGPQLVQMFIGDGAKLVRDAFAL
IAKEKAPSIIFIDELDAIGTKRFDSEKA
GDREVQRTMLELLNQLDGFQPNTQ
IVKVIAATNRVDILDPALLRSGRLDRK
IEFPMPNEEARARIMQIHSRKMNVS
PDVNYEELARCTDDFNGAQCKAVCV
EAGMIALRRGATELTHEDYMEGILE
IVQAKKKANLQYYA




