}Jl;l iprotKB Entry name |organism full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma em:ac'
sites sites reticulum |apparatus membrane fregion
088844 IDHC_MOUSE Mus Isocitrate 26.038995 NaN 'T42;S389 37453647;28135057;37507081  MSRKIQGGSVVEMQGDEMTRIIWEL |True False 5.0 3.004 5.0 2.34 1.698 2.514 2.597
musculus |dehydrogenase IKEKLILPYVELDLHSYDLGIENRDAT
[NADP] NDQVTKDAAEAIKKYNVGVKCATITP
cytoplasmic DEKRVEEFKLKQMWKSPNGTIRNIL

GGTVFREAIICKNIPRLVTGWVKPIII
GRHAYGDQYRATDFVVPGPGKVEIT
YTPKDGTQKVTYMVHDFEEGGGVA
MGMYNQDKSIEDFAHSSFQMALSK
GWPLYLSTKNTILKKYDGRFKDIFQE
IYDKKYKSQFEAQKICYEHRLIDDMV
AQAMKSEGGFIWACKNYDGDVQSD
SVAQGYGSLGMMTSVLICPDGKTVE
AEAAHGTVTRHYRMYQKGQETSTN
PIASIFAWSRGLAHRAKLDNNTELSF
FAKALEDVCIETIEAGFMTKDLAACI
KGLPNVQRSDYLNTFEFMDKLGEN
LKAKLAQAKL




