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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O88884 AKAP1_RAT Rattus
norvegicus

A-kinase
anchor
protein	1,
mitochondrial

27.604395 NaN S101;S103;S164;T398;T484;S524;S
543

28100784 MAIQFRSLFPLALPGMLALLGWWW
FFSRKKDRLSSNGKQVGTLKVGPAI
EDRLPTEEACPGVLSVTPSVTQPPGK
EEQRSMDRPLSDPPALPRTRQVRRR
SESSGNLPSIVDTRLQAGQCSDENS
KVVLSLMGDEAKSIPLGRPLFPKDLS
FPYEAVEGCKQESALGRTPGRGWLS
QCAASGENARETGGAEGTGDAVLGE
SVLEEGLLPQECVSEVEKSEFPILAP
GGGGGEKVRSGPPQVDELLKKEEYI
VGKLPSSFVGPVHSELVKDEGALVP
QVKGSQDRSLARELDKDKTLPEKDQ
IEQTAFQIISQVILEATEEIRATTVGKT
VAQVHPTPGTQPQGQEESCVPASQE
TSLGQEIPDPASTRTGATASPSAGAP
PPKTYVSCLSSPLSGPTKDQKPKNSA
HHISLAPCPPPVTPQRQSLDGASNP
RGDDTFVTCTSNNSQSVLSVTSLGL
CSDPVSTSRLEDSCTETISSSGDKAV
TPPLPDSTEPFSNGVLKEELSDLGTE
DGWTMDTEADHSGGSDGNSMDSV
DSCCGLTKPDSPQTVQAGSNPKKVD
LIIWEIEVPKHLVGRLIGKQGRYVSFL
KQTSGAKIYISTLPYTQNIQICHIEGS
QHHVDKALNLIGKKFKELNLTNIYA
PPLPSLALPSLPMTSWLMLPDGITVE
VIVVNQVNAGHLFVQQHTHPTFHAL
RSLDQQMYLCYSQPGIPTLPTPVEIT
VICAAPGADGAWWRAQVVASYEETN
EVEIRYVDYGGYKRVKVDVLRQIRSD
FVTLPFQGAEVLLDSVVPLSDDDHF
SPEADAAMSEMTGNTALLAQVTSYS
ATGLPLIQLWSVVGDEVVLINRSLVE
RGLAQWVDSCYASL

None None None None None None None None None


