UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enf.loplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus membrane [region
088907 PIAS1_MOUSE [Mus E3 38.223321 NaN S467;5468;5483;5485;T487;5488;S (40997131 MADSAELKQMVMSLRVSELQVLLG (True False 4.571 [5.0 1.682 1.555 0.94 1.764 1.718
musculus [SUMO- 491;S503;S510;S522 'YAGRNKHGRKHELLTKALHLLKAGC
protein SPAVQMKIKELYRRRFPQKIMTPADL
ligase SIPNVHSSPMPPTLSPSTIPQLTYDG
PIAS1 HPASSPLLPVSLLGPKHELELPHLTS

ALHPVHPDIKLQKLPFYDLLDELIKP
TSLASDNSQRFRETCFAFALTPQQV
QQISSSMDISGTKCDFTVQVQLRFC
LSETSCPQEDHFPPNLCVKVNTKPC
SLPGYLPPTKNGVEPKRPSRPINITSL
VRLSTTVPNTIVVSWTAEIGRTYSMA
'VYLVKQLSSTVLLQRLRAKGIRNPDH
SRALIKEKLTADPDSEIATTSLRVSLL
CPLGKMRLTIPCRALTCSHLQCFDA
TLYIQMNEKKPTWVCPVCDKKAPYE
HLIIDGLFMEILKYCTDCDEIQFKED
GSWAPMRSKKEVQEVTASYNGVDG
CLSSTLEHQVASHNQSSNKNKKVE
VIDLTIDSSSDEEEEEPPAKRTCPSLS
PTSPLSNKGILSLPHQASPVSRTPSL
PAVDTSYINTSLIQDYRHPFHMTPM
PYDLQGLDFFPFLSGDNQHYNTSLL
IAAAAAAVSDDQDLLHSSRFFPYTSS
QMFLDQLSAGGSTSLPATNGSSSGS
NSSLVSSNSLRESHGHGVASRSSAD
TASIFGIIPDIISLD




