UniprotkB Entry name |organism full oglcnacscore °9 lcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
088910 MPP3 MOUSE Mus MAGUK |24.474581 NaN S307 33300544 MPVLSEDSGLHETLALLTSQLRPDS [None None None [None None None None None None
musculus [p55 NHREEMGFLRDVFSEKSLSYLMKIH
subfamily EKLRYYERQSPTPVLHSAMALAEDV
member MEELQAASVHSDERELLQLLSTPHL

RAVLMVHDTVAQKNFDPVLPPLPDN
IDEDFEEESVKIVRLVKNKEPLGATI
RRDEHSGAVVVARIMRGGAADRSGL
VHVGDELREVNGIAVLHKRPDEISQI
LAQSQGSITLKIIPATQEEDRFKDSKV
FMRALFHYDPREDRAIPCQEAGLPF
QRRQVLEVVSQDDPTWWQAKRVGD
TNLRAGLIPSKQFQERRLSYRRTTGT
LPSPQNFKKPPYDQPCDKETCDCDG
YFKGHYVAGLRRSFRLGCRERLGGS
QEAKVPTGAESQVLLTYEEVARYQH
QPGERPRLVVLIGSLGAHLHELKQR
'VVAEDPQQFAVAVPHTTRPRKSHER
DGVEYHFVSKQAFEADVHHNKFLE
HGEYKENLYGTSLEAIQAVMAKNKV
CLVDVEPEALRHLRTPEFKPYVIFVK
PAIQERRKTPPVSPDSEDIASSLDEQ
QQEMAASAAFIDQHYGHLIDTVLVR

QDLQEPAASSELS




