
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O88990 ACTN3_MOUSE Mus
musculus

Alpha-
actinin-
3

31.218745 S369;T825 NaN 39927985;34418053 MMMVMQPEGLGAGEGPFSGGGGG
EYMEQEEDWDRDLLLDPAWEKQQR
KTFTAWCNSHLRKAGTQIENIEEDF
RNGLKLMLLLEVISGERLPRPDKGK
MRFHKIANVNKALDFIASKGVKLVSI
GAEEIVDGNLKMTLGMIWTIILRFAI
QDISVEETSAKEGLLLWCQRKTAPY
RNVNVQNFHTSWKDGLALCALIHR
HRPDLIDYAKLRKDDPIGNLNTAFEV
AEKYLDIPKMLDAEDIVNTPKPDEKA
IMTYVSCFYHAFAGAEQAETAANRIC
KVLAVNQENEKLMEEYEKLASELLE
WIRRTVPWLENRVGEPSMSAMQRK
LEDFRDYRRLHKPPRVQEKCQLEIN
FNTLQTKLRLSHRPAFMPSEGKLVS
DIANAWRGLEQVEKGYEDWLLSEIR
RLQRLQHLAEKFQQKASLHEAWTR
GKEEMLNQHDYESASLQEVRALLR
RHEAFESDLAAHQDRVEHIAALAQE
LNELDYHEAASVNSRCQAICDQWD
NLGTLTQKRRDALERMEKLLETIDQ
LQLEFARRAAPFNNWLDGAIEDLQD
VWLVHSVEETQSLLTAHEQFKATLP
EADRERGAILGIQGEIQKICQTYGLR
PKSGNPYITLSSQDINNKWDTVRKL
VPSRDQTLQEELARQQVNERLRRQF
AAQANAIGPWIQGKVEEVGRLAAGL
AGSLEEQMAGLRQQEQNIINYKSNI
DRLEGDHQLLQESLVFDNKHTVYS
MEHIRVGWEQLLTSIARTINEVENQ
VLTRDAKGLSQEQLNEFRASFNHFD
RKRNGMMEPDDFRACLISMGYDLG
EVEFARIMTMVDPNAAGVVTFQAFI
DFMTRETAETDTAEQVVASFKILAG
DKNYITPEELRRELPAEQAEYCIRRM
APYKGSGAPSGALDYVAFSSALYGES
DL

False False 2.81 False False False False False False


