UniprotKB Entry name |organism [full name [oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl_'acellular

ID sites sites reticulum apparatus membrane [region

089023 TPP1_MOUSE Mus Tripeptidyl-|36.83566 S311 NaN 40885482 MGLQARLLGLLALVIAGKCTYNPEP (True False 1.657 [2.192 |4.345 1.751 4.243 1.421 2.776
musculus |[peptidase 1 DQRWMLPPGWVSLGRVDPEEELSL

TFALKQRNLERLSELVQAVSDPSSP
QYGKYLTLEDVAELVQPSPLTLLTVQ
KWLSAAGARNCDSVTTQDFLTCWL
SVRQAELLLPGAEFHRYVGGPTKTH
VIRSPHPYQLPQALAPHVDFVGGLH
RFPPSSPRQRPEPQQVGTVSLHLGV
TPSVLRQRYNLTAKDVGSGTTNNSQ
ACAQFLEQYFHNSDLTEFMRLFGGS
FTHQASVAKVVGKQGRGRAGIEASL
DVEYLMSAGANISTWVYSSPGRHEA
QEPFLQWLLLLSNESSLPHVHTVSY
GDDEDSLSSIYIQRVNTEFMKAAAR
GLTLLFASGDTGAGCWSVSGRHKFR
PSFPASSPYVTTVGGTSFKNPFLITD
EVVDYISGGGFSNVFPRPPYQEEAVA
QFLKSSSHLPPSSYFNASGRAYPDVA
ALSDGYWVVSNMVPIPWVSGTSAST
PVFGGILSLINEHRILNGRPPLGFLN
PRLYQQHGTGLFDVTHGCHESCLN
EEVEGQGFCSGPGWDPVTGWGTPN
FPALLKTLLNP




