UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
089104 SYPL2 MOUSE Mus Synaptophysin-(29.125745 NaN NaN 39927985 MSSTESPGRTSDKSPRQQVDRLLLG (False False False |False False False False 2.906 False

musculus

like protein 2

LRWQRLEEPLGFIKVLQWLFAIFAFG
SCGSYSGETGALVLCNNEAKDVSSII
VLFGYPFRLYQVQYEMPLCDQDSTS
KTMNLMGDFSAPAEFFVTLGIFSFF
YTMAALVIYLRFHKLYTENKRFPLVD
FCVTVSFTFFWLVAAAAWGKGLTDV
KGATRPSSLTAAMSVCHGEEAVCSA
GATPSMGLANLSVLFGFINFFLWAG
NCWFVFKETPWHGQGQDQGQGPS
QESAAEQGAVEKQ




