UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
089112 LANC1 MOUSE Mus Glutathione [22.380232 NaN NaN 37507081 MAQRAFPNPYADYNKSLAENYFDST [None None None |None None None None None None
musculus |[S- GRLTPEFSHRLTNKIRELLQQMERG
transferase LKSADPRDGTGYTGWAGIAVLYLHL
LANCL1 HNVFGDPAYLQMAHSYVKQSLNCL

SRRSITFLCGDAGPLAVAAVLYHKM
NSEKQAEECITRLIHLNKIDPHVPNE
MLYGRIGYIFALLFVNKNFGEEKIPQ
SHIQQICENILTSGENLSRKRNLAAK
SPLMYEWYQEYYVGAAHGLAGIYYY
LMQPSLQVNQGKLHSLVKPSVDFVC
RLKFPSGNYPPCLDDTRDLLVHWCH
GAPGVIYMLIQAYKVFKEERYLCDAQ
QCADVIWQYGLLKKGYGLCHGAAG
NAYAFLALYNLTQDLKYLYRACKFAE
WCLDYGEHGCRTADTPFSLFEGMA
GTIYFLADLLVPTKAKFPAFEL




