}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma ext
sites reticulum apparatus membrane re¢
094761 RECQ4_HUMAN Homo IATP- 14.800056 T93;T684;T690(527;S178;S180  |30379171;34019948;38253038 MERLRDVRERLQAWERAFRRQRGR (True False 1.435 |4.478 [1.869 0.808 0.76 1.063 1.0
sapiens dependent RPSQDDVEAAPEETRALYREYRTLK
DNA RTTGQAGGGLRSSESLPAAAEEAPE
helicase PRCWGPHLNRAATKSPQSTPGRSRQ
Q4 GSVPDYGQRLKANLKGTLQAGPALG

RRPWPLGRASSKASTPKPPGTGPVP
SFAEKVSDEPPQLPEPQPRPGRLQH
LQASLSQRLGSLDPGWLQRCHSEVP
DFLGAPKACRPDLGSEESQLLIPGES
IAVLGPGAGSQGPEASAFQEVSIRVGS
PQPSSSGGEKRRWNEEPWESPAQV
QQESSQAGPPSEGAGAVAVEEDPPG
EPVQAQPPQPCSSPSNPRYHGLSPS
SQARAGKAEGTAPLHIFPRLARHDR
GNYVRLNMKQKHYVRGRALRSRLL
RKQAWKQKWRKKGECFGGGGATVT
TKESCFLNEQFDHWAAQCPRPASE
EDTDAVGPEPLVPSPQPVPEVPSLDP
TVLPLYSLGPSGQLAETPAEVFQALE
QLGHQAFRPGQERAVMRILSGISTL
LVLPTGAGKSLCYQLPALLYSRRSPC
LTLVVSPLLSLMDDQVSGLPPCLKA
IACTHSGMTRKQRESVLQKIRAAQVH
VLMLTPEALVGAGGLPPAAQLPPVA
FACIDEAHCLSQWSHNFRPCYLRVC
KVLRERMGVHCFLGLTATATRRTAS
DVAQHLAVAEEPDLHGPAPVPTNLH
LSVSMDRDTDQALLTLLQGKRFQNL
DSIITYCNRREDTERIAALLRTCLHAA
WVPGSGGRAPKTTAEAYHAGMCSR
ERRRVQRAFMQGQLRVVVATVAFG
MGLDRPDVRAVLHLGLPPSFESYVQ
IAVGRAGRDGQPAHCHLFLQPQGED
LRELRRHVHADSTDFLAVKRLVQRV
FPACTCTCTRPPSEQEGAVGGERPV
PKYPPQEAEQLSHQAAPGPRRVCMG
HERALPIQLTVQALDMPEEAIETLLC
YLELHPHHWLELLATTYTHCRLNCP
GGPAQLQALAHRCPPLAVCLAQQLP
EDPGQGSSSVEFDMVKLVDSMGWE
LASVRRALCQLQWDHEPRTGVRRG
TGVLVEFSELAFHLRSPGDLTAEEK
DQICDFLYGRVQARERQALARLRRT
FQAFHSVAFPSCGPCLEQQDEERST
RLKDLLGRYFEEEEGQEPGGMEDA
QGPEPGQARLQDWEDQVRCDIRQF
LSLRPEEKFSSRAVARIFHGIGSPCY
PAQVYGQDRRFWRKYLHLSFHALV
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