
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

O94856 NFASC_HUMAN Homo
sapiens

Neurofascin 18.9764 T367;S379;T398 T481;S485;S1267;S1281;S1294;S12
97;S1333;S1334;S1338

37217939;38253038 MARQPPPPWVHAAFLLCLLSLGGAI
EIPMDPSIQNELTQPPTITKQSAKDH
IVDPRDNILIECEAKGNPAPSFHWTR
NSRFFNIAKDPRVSMRRRSGTLVID
FRSGGRPEEYEGEYQCFARNKFGTA
LSNRIRLQVSKSPLWPKENLDPVVV
QEGAPLTLQCNPPPGLPSPVIFWMS
SSMEPITQDKRVSQGHNGDLYFSNV
MLQDMQTDYSCNARFHFTHTIQQK
NPFTLKVLTTRGVAERTPSFMYPQG
TASSQMVLRGMDLLLECIASGVPTP
DIAWYKKGGDLPSDKAKFENFNKAL
RITNVSEEDSGEYFCLASNKMGSIR
HTISVRVKAAPYWLDEPKNLILAPGE
DGRLVCRANGNPKPTVQWMVNGEP
LQSAPPNPNREVAGDTIIFRDTQISS
RAVYQCNTSNEHGYLLANAFVSVLD
VPPRMLSPRNQLIRVILYNRTRLDCP
FFGSPIPTLRWFKNGQGSNLDGGNY
HVYENGSLEIKMIRKEDQGIYTCVAT
NILGKAENQVRLEVKDPTRIYRMPE
DQVARRGTTVQLECRVKHDPSLKLT
VSWLKDDEPLYIGNRMKKEDDSLTI
FGVAERDQGSYTCVASTELDQDLAK
AYLTVLADQATPTNRLAALPKGRPD
RPRDLELTDLAERSVRLTWIPGDAN
NSPITDYVVQFEEDQFQPGVWHDH
SKYPGSVNSAVLRLSPYVNYQFRVIA
INEVGSSHPSLPSERYRTSGAPPESN
PGDVKGEGTRKNNMEITWTPMNAT
SAFGPNLRYIVKWRRRETREAWNN
VTVWGSRYVVGQTPVYVPYEIRVQAE
NDFGKGPEPESVIGYSGEDYPRAAPT
EVKVRVMNSTAISLQWNRVYSDTVQ
GQLREYRAYYWRESSLLKNLWVSQK
RQQASFPGDRLRGVVSRLFPYSNYK
LEMVVVNGRGDGPRSETKEFTTPEG
VPSAPRRFRVRQPNLETINLEWDHP
EHPNGIMIGYTLKYVAFNGTKVGKQI
VENFSPNQTKFTVQRTDPVSRYRFT
LSARTQVGSGEAVTEESPAPPNEATP
TAAPPTLPPTTVGATGAVSSTDATAIA
ATTEATTVPIIPTVAPTTIATTTTVATT
TTTTAAATTTTESPPTTTSGTKIHESA
PDEQSIWNVTVLPNSKWANITWKH
NFGPGTDFVVEYIDSNHTKKTVPVK
AQAQPIQLTDLYPGMTYTLRVYSRD
NEGISSTVITFMTSTAYTNNQADIAT
QGWFIGLMCAIALLVLILLIVCFIKRS
RGGKYPVREKKDVPLGPEDPKEEDG
SFDYSDEDNKPLQGSQTSLDGTIKQ
QESDDSLVDYGEGGEGQFNEDGSFI
GQYTVKKDKEETEGNESSEATSPVN
AIYSLA

False True 1.409 1.734 1.49 2.246 1.111 5.0


