UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus [membrane [region
094868 FCSD2_HUMAN [Homo F-BAR ([23.07876 S178;S182(S675;S681 39531497;30379171 MQPPPRKVKVTQELKNIQVEQMTKL |False True 2.58 3.88 0.901 0.812 0.89 5.0 1.367
sapiens |and QAKHQAECDLLEDMRTFSQKKAAIE

double REYAQGMQKLASQYLKRDWPGVKA

SH3 DDRNDYRSMYPVWKSFLEGTMQVA

domains QSRMNICENYKNFISEPARTVRSLK

protein EQQLKRCVDQLTKIQTELQETVKDL

2 IAKGKKKYFETEQMAHAVREKADIEA

KSKLSLFQSRISLQKASVKLKARRSE
CNSKATHARNDYLLTLAAANAHQD
RYYQTDLVNIMKALDGNVYDHLKDY
LIAFSRTELETCQAVQNTFQFLLENS
SKVVRDYNLQLFLQENAVFHKPQPF
QFQPCDSDTSRQLESETGTTEEHSL
NKEARKWATRVAREHKNIVHQQRV
LNDLECHGAAVSEQSRAELEQKIDE
IARENIRKAEIIKLKAEARLDLLKQIGV
SVDTWLKSAMNQVMEELENERWA
RPPAVITSNGTLHSLNADTEREEGEE
FEDNMDVFDDSSSSPSGTLRNYPLT
CKVVYSYKASQPDELTIEEHEVLEVI
EDGDMEDWVKARNKVGQVGYVPEK
YLQFPTSNSLLSMLQSLAALDSRSH
TSSNSTEAELVSGSLNGDASVCFVK
IALYDYEGQTDDELSFPEGAIIRILNK
ENQDDDGFWEGEFNGRIGVFPSVL
IVEELSASENGDTPWMREIQISPSPK
PHASLPPLPLYDQPPSSPYPSPDKRS
SLYFPRSPSANEKSLHAESPGFSQAS
RHTPETSYGKLRPVRAAPPPPTQNH
RRPAEKIEDVEITLV




