
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O94885 SASH1_HUMAN Homo
sapiens

SAM	and
SH3
domain-
containing
protein	1

18.379595 NaN S90;S248;S407;S614;S821;S839;T8
58

30379171 MEDAGAAGPGPEPEPEPEPEPEPAP
EPEPEPKPGAGTSEAFSRLWTDVMG
ILDGSLGNIDDLAQQYADYYNTCFSD
VCERMEELRKRRVSQDLEVEKPDAS
PTSLQLRSQIEESLGFCSAVSTPEVE
RKNPLHKSNSEDSSVGKGDWKKKN
KYFWQNFRKNQKGIMRQTSKGEDV
GYVASEITMSDEERIQLMMMVKEK
MITIEEALARLKEYEAQHRQSAALDP
ADWPDGSYPTFDGSSNCNSREQSD
DETEESVKFKRLHKLVNSTRRVRKK
LIRVEEMKKPSTEGGEEHVFENSPV
LDERSALYSGVHKKPLFFDGSPEKP
PEDDSDSLTTSPSSSSLDTWGAGRK
LVKTFSKGESRGLIKPPKKMGTFFSY
PEEEKAQKVSRSLTEGEMKKGLGSL
SHGRTCSFGGFDLTNRSLHVGSNN
SDPMGKEGDFVYKEVIKSPTASRISL
GKKVKSVKETMRKRMSKKYSSSVSE
QDSGLDGMPGSPPPSQPDPEHLDKP
KLKAGGSVESLRSSLSGQSSMSGQT
VSTTDSSTSNRESVKSEDGDDEEPP
YRGPFCGRARVHTDFTPSPYDTDSL
KLKKGDIIDIISKPPMGTWMGLLNN
KVGTFKFIYVDVLSEDEEKPKRPTRR
RRKGRPPQPKSVEDLLDRINLKEHM
PTFLFNGYEDLDTFKLLEEEDLDEL
NIRDPEHRAVLLTAVELLQEYDSNS
DQSGSQEKLLVDSQGLSGCSPRDSG
CYESSENLENGKTRKASLLSAKSST
EPSLKSFSRNQLGNYPTLPLMKSGD
ALKQGQEEGRLGGGLAPDTSKSCDP
PGVTGLNKNRRSLPVSICRSCETLEG
PQTVDTWPRSHSLDDLQVEPGAEQ
DVPTEVTEPPPQIVPEVPQKTTASST
KAQPLEQDSAVDNALLLTQSKRFSE
PQKLTTKKLEGSIAASGRGLSPPQCL
PRNYDAQPPGAKHGLARTPLEGHRK
GHEFEGTHHPLGTKEGVDAEQRMQ
PKIPSQPPPVPAKKSRERLANGLHPV
PMGPSGALPSPDAPCLPVKRGSPAS
PTSPSDCPPALAPRPLSGQAPGSPPS
TRPPPWLSELPENTSLQEHGVKLGP
ALTRKVSCARGVDLETLTENKLHAE
GIDLTEEPYSDKHGRCGIPEALVQRY
AEDLDQPERDVAANMDQIRVKQLR
KQHRMAIPSGGLTEICRKPVSPGCIS
SVSDWLISIGLPMYAGTLSTAGFSTL
SQVPSLSHTCLQEAGITEERHIRKLL
SAARLFKLPPGPEAM

True False 4.671 4.797 1.269 1.159 0.656 1.32 1.517


