UniprotKB Entry name organism full oglcnacscore oplcnac p_h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
1D name sites sites reticulum |apparatus membrane region
094886 CSCL1_HUMAN [Homo CSC1- |15.07159 NaN S739 30379171;38665916 MMDSPFLELWQSKAVSIREQLGLG |False True 1.011 |0.94 0.822 0.841 0.639 5.0 4.204
sapiens like DRPNDSYCYNSAKNSTVLQGVTFGG
protein IPTVLLIDVSCFLFLILVFSIIRRRFWD

1

'YGRIALVSEADSESRFQRLSSTSSSG
QQDFENELGCCPWLTAIFRLHDDQI
LEWCGEDAIHYLSFQRHIIFLLVVVS
FLSLCVILPVNLSGDLLDKDPYSFGR
TTIANLQTDNDLLWLHTIFAVIYLFL
TVGFMRHHTQSIKYKEENLVRRTLF
ITGLPRDARKETVESHFRDAYPTCEV
'VDVQLCYNVAKLIYLCKEKKKTEKSL
TYYTNLQVKTGQRTLINPKPCGQFC
CCEVLGCEWEDAISYYTRMKDRLLE
RITEEERHVQDQPLGMAFVTFQEKS
MATYILKDFNACKCQSLQCKGEPQP
SSHSRELYTSKWTVTFAADPEDICW
KNLSIQGLRWWLQWLGINFTLFLGL
FFLTTPSIILSTMDKFNVTKPIHALN
NPIISQFFPTLLLWSFSALLPSIVYYS
TLLESHWTKSGENQIMMTKVYIFLIF
MVLILPSLGLTSLDFFFRWLFDKTSS
EASIRLECVFLPDQGAFFVNYVIASA
FIGNGMELLRLPGLILYTFRMIMAKT
IAADRRNVKQNQAFQYEFGAMYAW
MLCVFTVIVAYSITCPIIAPFGLIYILL
KHMVDRHNLYFVYLPAKLEKGIHFA
AVNQALAAPILCLFWLYFFSFLRLG
MKAPATLFTFLVLLLTILVCLAHTCF
GCFKHLSPLNYKTEEPASDKGSEAE
AHMPPPFTPYVPRILNGLASERTALS
PQQQQQQTYGAIHNISGTIPGQCLA

QSATGSVAAAPQEA




