UniprotKB

D Entry name |organism [full name |oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma
sites reticulum apparatus membrane
094900 'TOX_HUMAN [Homo Thymocyte |26.684228 S336;5338;5346 [NaN 38665916;28657654;40307207;351 [MDVRFYPPPAQPAAAPDAPCLGPSP ([True False 1.641 [4.536 |False False False False
sapiens selection- 32862;35254053 CLDPYYCNKFDGENMYMSMTEPSQ

associated DYVPASQSYPGPSLESEDFNIPPITPP

high SLPDHSLVHLNEVESGYHSLCHPM

mobility NHNGLLPFHPQNMDLPEITVSNML

group box GQDGTLLSNSISVMPDIRNPEGTQY

protein SSHPQMAAMRPRGQPADIRQQPGM

'TOX MPHGQLTTINQSQLSAQLGLNMGG

SNVPHNSPSPPGSKSATPSPSSSVH
EDEGDDTSKINGGEKRPASDMGKKP
KTPKKKKKKDPNEPQKPVSAYALFF
RDTQAAIKGQNPNATFGEVSKIVAS
MWDGLGEEQKQVYKKKTEAAKKEY
LKQLAAYRASLVSKSYSEPVDVKTSQ
PPQLINSKPSVFHGPSQAHSALYLSS
HYHQQPGMNPHLTAMHPSLPRNIA
PKPNNQMPVTVSIANMAVSPPPPLQ
ISPPLHQHLNMQQHQPLTMQQPLG
NQLPMQVQSALHSPTMQQGFTLQP
DYQTIINPTSTAAQVVTQAMEYVRSG
CRNPPPQPVDWNNDYCSSGGMQR
DKALYLT




