}Jl;l iprotKB Entry name organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi I
sites sites reticulum |apparatus membrane
094903 PLPHP_HUMAN [Homo Pyridoxal |28.994856 NaN S6;T69;5226;S244 (34229054;23301498;34019948;409 [MWRAGSMSAELGVGCALRAVNERV (True False 4.738 [2.115 [|3.714 1.147 0.64 0.959
sapiens [phosphate 14422 QQAVARRPRDLPAIQPRLVAVSKTKP
homeostasis ADMVIEAYGHGQRTFGENYVQELLE
protein KASNPKILSLCPEIKWHFIGHLQKQN
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EESKHGLPPSETIAIVEHINAKCPNL
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SADFQHAVEVGSTNVRIGSTIFGERD
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