}Jl;l iprotKB Entry name organism (full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi I extx:acellular
sites sites reticulum |apparatus membrane region
094919 ENDD1_HUMAN Homo Endonuclease 32.213693 S303;T314 [NaN 28411811;40307207 MGTARWLALGSLFALAGLLEGRLVG (False False 4.0 False [False 0.272 0.188 2.625 4.0
sapiens |domain- EEEAGFGECDKFFYAGTPPAGLAAD
containing 1 SHVKICQRAEGAERFATLYSTRDRIP
protein IVYSAFRAPRPAPGGAEQRWLVEPQI

DDPNSNLEEAINEAEAITSVNSLGSK
QALNTDYLDSDYQRGQLYPFSLSSD
IVQVATFTLTNSAPMTQSFQERWYV
NLHSLMDRALTPQCGSGEDLYILTG
TVPSDYRVKDKVAVPEFVWLAACCA
VPGGGWAMGFVKHTRDSDIIEDVM
IVKDLQKLLPFNPQLFQNNCGETEQ
DTEKMKKILEVVNQIQDEERMVQSQ
KSSSPLSSTRSKRSTLLPPEASEGSS
SFLGKLMGFIATPFIKLFQLIYYLVVA
ILKNIVYFLWCVTKQVINGIESCLYRL
GSATISYFMAIGEELVSIPWKVLKVV
IAKVIRALLRILCCLLKAICRVLSIPVR
VLVDVATFPVYTMGAIPIVCKDIALGL
GGTVSLLFDTAFGTLGGLFQVVFSV
CKRIGYKVTFDNSGEL




