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UniprotkB Entry name organism oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.“acellular
ID name sites sites reticulum apparatus membrane [region
094966 UBP19 HUMAN [Homo Ubiquitin |35.299922 NaN S244 23301498;40914422 MSGGASATGPRRGPPGLEDTTSKKK [True True 4.48 2.377  |2.137 5.0 1.352 1.851 1.733
sapiens |carboxyl- QKDRANQESKDGDPRKETGSRYVA
terminal QAGLEPLASGDPSASASHAAGITGSR
hydrolase HRTRLFFPSSSGSASTPQEEQTKEG
19 ACEDPHDLLATPTPELLLDWRQSAE

EVIVKLRVGVGPLQLEDVDAAFTDTD
CVVRFAGGQQWGGVFYAEIKSSCAK
VQTRKGSLLHLTLPKKVPMLTWPSL
LVEADEQLCIPPLNSQTCLLGSEENL
APLAGEKAVPPGNDPVSPAMVRSRN
PGKDDCAKEEMAVAADAATLVDEPE
SMVNLAFVKNDSYEKGPDSVVVHVY
VKEICRDTSRVLFREQDFTLIFQTRD
GNFLRLHPGCGPHTTFRWQVKLRN
LIEPEQCTFCFTASRIDICLRKRQSQ
RWGGLEAPAARVGGAKVAVPTGPTP
LDSTPPGGAPHPLTGQEEARAVEKD
KSKARSEDTGLDSVATRTPMEHVTP
KPETHLASPKPTCMVPPMPHSPVSG
DSVEEEEEEEKKVCLPGFTGLVNLG
NTCFMNSVIQSLSNTRELRDFFHDR
SFEAEINYNNPLGTGGRLAIGFAVLL
RALWKGTHHAFQPSKLKAIVASKAS
QFTGYAQHDAQEFMAFLLDGLHED
LNRIQNKPYTETVDSDGRPDEVVAE
EAWQRHKMRNDSFIVDLFQGQYKS
KLVCPVCAKVSITFDPFLYLPVPLPQ
KQKVLPVFYFAREPHSKPIKFLVSVS
KENSTASEVLDSLSQSVHVKPENLR
LAEVIKNRFHRVFLPSHSLDTVSPSD
TLLCFELLSSELAKERVVVLEVQQRP
QVPSVPISKCAACQRKQQSEDEKLK
RCTRCYRVGYCNQLCQKTHWPDHK
GLCRPENIGYPFLVSVPASRLTYARL
AQLLEGYARYSVSVFQPPFQPGRMA
LESQSPGCTTLLSTGSLEAGDSERDP
IQPPELQLVTPMAEGDTGLPRVWAA
PDRGPVPSTSGISSEMLASGPIEVGS
LPAGERVSRPEAAVPGYQHPSEAMN
AHTPQFFIYKIDSSNREQRLEDKGDT
PLELGDDCSLALVWRNNERLQEFVL
VASKELECAEDPGSAGEAARAGHFT
LDQCLNLFTRPEVLAPEEAWYCPQC
KQHREASKQLLLWRLPNVLIVQLKR
FSFRSFIWRDKINDLVEFPVRNLDLS
KFCIGQKEEQLPSYDLYAVINHYGG
MIGGHYTACARLPNDRSSQRSDVG
WRLFDDSTVTTVDESQVVTRYAYVL
FYRRRNSPVERPPRAGHSEHHPDLG
PAAEAAASQASRIWQELEAEEEPVPE
GSGPLGPWGPQDWVGPLPRGPTTP
DEGCLRYFVLGTVAALVALVLNVFYP
LVSQSRWR




